RAQB0575.1 Aspergillus flavus
-[ KJKE0940.1 Aspergillus parasiticus SU-1
XP 031943856.1 Aspergillus pseudonomius
PGHO07654.1 Blastomyces parvus
_CPGHOMZL‘I Helicocarpus griseus UAMHS5409

PMD42934.1 Hyaloscypha variabilis F

XP 025571887 .1 Aspergilius ibericus CBS 121593

CBF69489.1 Aspergilius nidulans FGSC A4

KAE9363170.1 Chalara longipes BDJ

RMJ08486.1 Fusarium kuroshium

OAAT3015.1 Akanthomyces lecanii RCEF 1005

XP 018700479.1 Cordyceps fumosorosea ARSEF 2678
XP 006673462.1 Cordyceps militaris CMO1
ATYE6320.1 Cordyceps militaris

& XP 008600658.1 Beauveria bassiana ARSEF 2860€— BbCmrl

L OAA40383.1 Beauveria brongniartii RCEF 3172

FIG S1 Phylogenetic analysis of BbCmrl.

F R 1kb —_—
F1 -
- <«
A ORF R1
Bbemrl [ ]
Ptrpc Bar  Ttrpe
replacement I .
A &
B A x R &
g & o ©
‘G"d\( n"((\ c M control ¥ v_&“ﬁ
L VIR -
5000 5000 <4500 bp
3000 3000
2500 bp
2000
2000 le— 1800 bp
1500
A 4
D o o
2000 wr @ ABbemeree
750

FIG S2 Screening of the Bbcmrl deletion strain and the complementation strain. (A)
Schematic diagram of the Bbcmrl deletion mutant (4Bbcmrl). (B) PCR screening of
ABbcemrl deletion strains. In the upper panel, primers located upstream of the left arm
and downstream of the right arm were used. In the bottom panel, primer pairs located
in the deletion region of Bbcmr1 were used, and no fragment was observed in the mutant
strain. (C) The complementation strain (4BbcmrI®) was confirmed by PCR. (D)
ABbemrl and ABbemr1 R€ were confirmed by RT-PCR, and the actin gene was used as

a reference.
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FIG S3 Screening of the BbwetA deletion strain. (A) Schematic diagram of the BbwetA
deletion mutant (4BbwetA). (B) PCR screening of ABbcmr deletion strains. In the left
plane, primers located upstream of the left arm and in the Sur cassette were used. In the
right plane, primer pairs located in the deletion region of Bbcmrl were used, and no
fragment was observed in the mutant strain. (C) 4BbwetA was confirmed by RT-PCR,

and the actin gene was used as a reference.
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FIG S4 Screening of BbwetA overexpression in Bbcmrl deletion strains. (A) Schematic
diagram of overexpression of BbwetA in the deletion mutant (4Bbcmrl). (B) Primers
were used to detect the pgpda and BbwetA genes. (C) Relative transcript levels of

BbwetA in potential ABbcmr1/BwetA%E.
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FIG S5 SDS—PAGE assay of BbCmr1 expressed in E. coli. GST, E. coli-produced GST

protein. A and B, cell lysate precipitate and supernatant. C, purified BbCmrl protein. M,

protein marker.

Table S1 Primers in this study

For RT-PCR

qbriA-F/R GACCAGTTCAACAGACAAG/CAGTAATCTTCGTGCTTCTC

qabaA-F/R GCAAGTCTCCAGCCATAT//CTCCTCTTCGTCATAGTAGTC




gwetA-F/R

CGCAGACGAATTTGACTT//GCTGGTGGTTGAATACAT

qemrl-F/R ATGACGTCAATGCGCAGGTA/GGGACGAAATGTACCGGTGT
qBBA_06297-F/R TACTTACTCTCAGGGCGGCT//CAAAAGCGGGGAGGTTGTTG
qBBA_01877-F/R CCTCGTCTTTGAGTCGCAGT//AGTTCTGATTCTGGCCGACG
qBBA_03717-F/R TTGCCGATGTCCGTATCGAG/TTCCCTCCGTGTTGTGGATG
qBBA_05929-F/R TATACCAAGACCCCCAGCGA//AGCGATGGGGAAACCTTGAG
qBBA_09760-F/R CTTTTTGTGTACGCCGGCAA//ATGTCTGTGCTGGCGTTGTA
qBBA_05808-F/R CACACCAAGCCTGAGTCTGT/TTACAGAGCAAGGACAGCGG
qBBA_07526-F/R AGCTCTCCCCTCTACACTGG/TAGCTGTACTGGCACTGCAC
qBBA_00246-F/R CGCCTCTAGACCCCAGGTAT/ATGTCGCAGTAGCTGGCAAT
qBBA_09129-F/R GAGGACGATCGAGCTCAGTG/GAGAAGACCGCCCAGATAGC
qBBA_04013-F/R ATCAAGCGACAAGGTTCCGT//CAAGGGCAGGAGTAGTGGTG
gBBA_00676- F/R | ATGTCACGACGCAGACTGTT//CTCGCACGATAGGCGTAAGT
gBBA_02994- F/R | TGATGCGCTGGCTCGATATT/AGAAGAGAGCGCTACCTGGA
gBBA_02123- F/R | AGGCATCATCTCGCGTGTAG//CCGCTCATGGAGTTTGTCCT

¢BBA_08495- F/R

GGAGCGACTACCATCTCGTG/CAGTATGAACGCAATGCGGG

For deleted gene

cmri-F1 CAGCTATGACCATGATTACGAATTCGCGTGGTGGGAGTCGAGC
cmri—R1 TCTTCTGTCGACACTAGTGAATTCCGCAGTCTCGCTCTGGGTT
cmrl-F2 TTAGAGGTAATCCTTCTTTCTAGACGCTGGACGGGTCGTTTTGG
cmri-R2 GCATGCCTGCAGGTCGACTCTAGATGGCACAGATTGAAAAGC
cmri-F CGAAGCGTTGAGGATTGCAGAG

cmri-F1 CAGCTATGACCATGATTACGAATTCTCCCATGCCCACATAAACCT
wetA—R1 TCTTCTGTCGACACTAGTGAATTCATGTAAAACGGCTCGGCGAC
wetA-F2 TTAGAGGTAATCCTTCTTTCTAGAATGTATTCAACCACCAGCGG
wetA-R2 GCATGCCTGCAGGTCGACTCTAGAGGATTCACATGTAGATGGCT
wetA-F ACCTCAATGTAGCCAAGCCT

For overexpression gene

Pb3-wetA-down

GGACGATGTCCAGAGAGCCATTGTTATTGATTAAAAGGGTGA

OEwetA-F TCACCCTTTTAATCAATAACAATGGCTCTCTGGACATCGTCC
OEwetA-R CTGTCGACACTAGTGAATTCTCAAAGCTCAAACCCTTGCTCG
Pb3-cmri-down CCTTGACCGTTGTTTCCATTGTTATTGATTAAAAGGGTGAGG
OEcmrl-F CCTCACCCTTTTAATCAATAACAATGGAAACAACGGTCAAGG
OEcmrl-R CTGTCGACACTAGTGAATTCCCTTCGTCAGTAATCATCCA

For promoter (gene) fused with eGFP(RFP)
cmrl-pro-F CAGCTATGACCATGATTACGAATTCGCGTGGTGGGAGTCGAG
cmrl-pro-R CGCCCTTGCTCACCATGATGACGACGCAAAGGTC
GFP-F GACCTTTGCGTCGTCATCATGGTGAGCAAGGGCG
GFP-R TCTTCTGTCGACACTAGTGAATTCTCACTTGTACAGCTCGTCCA
mcherry-F TTCTGGTGGTGGTTCTGGTGTGAGCAAGGGCGAGGAG
mcherry-R TCTTCTGTCGACACTAGTGAATTCTTACTTGTACAGCTCGT

rdsI-F(RFP)

CAGCTATGACCATGATTACGAATTCTACTGGACAATGGCTTC

rdsI-R(RFP)

AACCACCACCAGAACCACCACCAGCCTGATACACACCC

For yeast one-hybrid assay

BrlA -42AD-F TGCCTCTCCCGAATTCATGCAGTTTGAGTCGTCGAG
BrlA -42AD-R AGTCCAAAGCTTCTCGAGTCAGTAATCTTCGTGCTTCT
Cmrl -42AD-F TGCCTCTCCCGAATTCATGGAAACAACGGTCAAGGC
Cmrl-42AD-R AGTCCAAAGCTTCTCGAGCCTTCGTCAGTAATCATCCA
WetA-P1-F ATTGAAAAGCTTGAATTCCTGCATCCCACCAACCAATC
WetA -P1-R GAGCACATGCCTCGAGGAGACGGGCCTCACGCTTTT
WetA -P2-F ATTGAAAAGCTTGAATTCAAAAGCGTGAGGCCCGTCTC
WetA -P2-R GAGCACATGCCTCGAGAAACCAGAGAGCTTCAGCCG

WetA -P3-F

ATTGAAAAGCTTGAATTCACAATCACGGCTGAAGCTCT




WetA -P3-R

GAGCACATGCCTCGAGGGCCCTGAGGATGTATGATT

placzi-briA-F AATTCACCTGACCTGACAAGTTGACAAGTAGAAAAAAAAAAGGAAA
AAAAAAAAAGAAAAGGAACC
placzi-briA-R TCGAGGTTCCTTTTCTTTTTTTTTTTTCCTTTTTTTTTTCTACTTGTCAA

CITGTCAGGTCAGGTG

placzi-cmrl-F

AATTCCGCGTCGGAATTACGATATTACCCCTAGAGACAATTTTTATTA
TAGCTGCC

placzi-cmrl-R

TCGAGGCAGCTATAATAAAAATTGTCTCTAGGGGTAATATCGTAATT
CCGACGCGG

(A4GA3)s-F AATTCAAAAGAAAAAAAGAAAAAAAGAAAC
(A4GA3);-R TCGAGTTTCTTTTTTTCTTTTTTTCTTTTG
(A4G2A2);-F AATTCAAAAGGAAAAAAGGAAAAAAGGAAC
(A4G2A2):-R TCGAGTTCCTTTTTTCCTTTTTTCCTTTTG

For EMSA assays
BrlA-6P-F CTGGGATCCCCGGAATTCATGCAGTTTGAGTCGTCGAG
BrlA-6P-R ACGATGCGGCCGCTCGAGTCAGTAATCTTCGTGCTTCT
Cmrl-6P-F CTGGGATCCCCGGAATTCATGGAAACAACGGTCAAGGC
Cmrl-6P-R ACGATGCGGCCGCTCGAGCCTTCGTCAGTAATCATCCA
briA-EMSA-F1 GGAAAAAAAAAAAAGAAAAGGAACCCACAACTCAAGTCT
briA-EMSA-R1 AGACTTGAGTTGTGGGTTCCTTTTCTTTTTTTTTTTTCC
cmrl- EMSA-F1 CGGAATTACGATATTACCCCTAGAGACAATTTTTATTATA
cmrl- EMSA-F1 TATAATAAAAATTGTCTCTAGGGGTAATATCGTAATTCCG




