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Antibodies
Antibodies used

The atomic models generated in this study have been deposited in the Protein Data Bank (PDB) under accession codes 7RYU [https://doi.org/10.2210/pdb7RYU/
pdb] and 7RYV [https://doi.org/10.2210/pdb7RYV/pdb] for Ab1303 Fab and Ab1573 Fab X-ray crystal structures, respectively. The cryo-EM maps and atomic
coordinates for Ab1303-BG505 and Ab1573-BG505 complexes have been deposited in the Electron Microscopy Data Bank (EMDB) with accession codes EMD-25877
and PDB 7TFN [https://doi.org/10.2210/pdb7TFN/pdb], and EMD-25878 and PDB 7TFO [https://doi.org/10.2210/pdb7TFO/pdb], respectively. Source data are
provided with this paper.

Sample sizes and protein concentrations for X-ray crystallography were estimated based on previous literatures and have been shown to be
sufficient; sample sizes and protein concentrations for cryo-EM were estimated based on previous experiments and literatures and have been
shown to be sufficient; samples sizes for ELISA experiments were estimated for technical duplicates; sample sizes for DEER experiments have
been shown to be sufficient based on experience and published literatures.

Certain outlier data points with background values shown in Figure 1a Left were excluded, the excluded data wouldn't affect the result, and
conclusions were further validated from structural perspectives later in the context.

Bad particle images were excluded during data processing such as 2D classifications and 3D classifications to generate high-resolution EM
maps, the method has been proven to be effective by numerous publications.

ELISA experiments were performed with n=2 independent biological replicates. Cryo-EM data were recorded and processed multiple times
and showed same results with different resolutions. The datasets with the highest resolutions are reported here in this work.

Randomization is not relevant to structural data, ELISA, or SEC-MALS.

The person who recorded and processed the DEER data was blinded. The person who recorded the ELISA experiments in Figure 1a was
blinded. The same group of investigators designed and performed the experiments and analyzed the data for the rest of the results.

Antibodies used include anti-HIV Env Fabs Ab1303 (this study), Ab1573 (this study), IOMA, b12, 10-1074, VRC34, PG16, 3BNC117 and




