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Supplementary Fig. 1. Gating strategy for flow cytometry of S protein-
expressing cells.

A representative gating strategy for flow cytometry of S protein-expressing cells
(Extended Data Fig. 8c) is shown.
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Supplementary Fig. 2. Original (uncrossed) blots.
Uncrossed blots of Fig. 3d (left) and Extended Data Fig. 8a (right) are shown. Red
boxes indicate the cropped area.
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