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Supplementary Figure S1. NMR-spectra. (a): PE NMR-spectra, methylene hydrogen peak indicated.
(b): BHET NMR-spectra, aromatic hydrogen peak indicated.
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Supplementary Figure S2 Mass density profile of ethanol simulation outside POPC membrane shows
that ethanol prefers to locate in the headgroups region of membrane, although with significant time
spent in water phase.
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Supplementary Figure S3. The distance of ethanol from the POPC membrane atoms plotted with
respect to simulation time in a single selected example simulation run. Figure shows random
movement in water is slightly preferred, however the molecule was able to enter the membrane
multiple times for short periods at 25 ns, 35 ns, 57 ns and 84 ns.



