
S3 Table. SIP PIRs overlap with ATAC-seq peak regions. Details corresponding to Fig. 3. For each 

cell type, the number of SIP PIRs and non-SIP PIRs that overlap with a cell type-specific ATAC-seq peak 

region are reported, along with the corresponding ratio and Chi-square p-value. The median (Med.) and 

average (Avg.) number of PIR interactions overlapping an ATAC-seq peak and corresponding t-test p-

value for the difference between SIP and non-SIP PIRs is also reported. (Ovlp. = Overlap; Ery = 

erythrocyteIcMon = macrophages/monocytes; MK = megakaryocytes; nCD4 = naive CD4 T-cells; Neu = 

neutrophils)  

 

 


