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IncRNA Target gene
ONT.23667.1 TMEM215
ONT.23968.1 VLDLR

Cluster 3

Expression changes
1
1

Female_Gonad Male_Gonad Female_Head skin Male_Head skin

IncRNA | Target gene -
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ONT.24144.1 ~ ALDH7A1; CCDC112; FEMIC
ONT23497.1 | GAST
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IncRNA Target gene
ONT.24208.5 SHOC1; GNG10
ONT.23957.3 MAP1B
ONT.24208.4 GNG10; SHOC1
ONT.24208.1 GNG10; SHOCH1
ONT.24279.1 DCAF10; SLC25A51
ONT.24166.1 TMED7
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IncRNA Target gene
ONT.23212.1 BNC2; SLC46A2
ONT.24045.1 FANCC
RNA polymerase Gene Count
Histidine metabolism ° ;
Metabolic pathways . ‘ 3
Ascorbate and aldarate metabolism ° . 4
Glycerolipid metabolism [ ) . 5
Valine, leucine and isoleucine degradation ®
Hedgehog signaling pathway ) p Value
Glycine, serine and threonine metabolism [ ) 3.086-02
Pyruvate metabolism ( } I 1.58e-02
Fatty acid degradation ( 8.640-04
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