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lncRNA Target   gene

ONT.23667.1
ONT.23968.1

TMEM215
 VLDLR

lncRNA Target   gene
ONT.24208.5  SHOC1; GNG10
ONT.23957.3 MAP1B
ONT.24208.4  GNG10;  SHOC1

 GNG10;  SHOC1
ONT.24279.1 DCAF10;  SLC25A51
ONT.24166.1  TMED7

ONT.24208.1

lncRNA Target   gene
ONT.24077.2 KLF4
ONT.24144.1  ALDH7A1;  CCDC112;  FEM1C
ONT.23497.1 GAS1

lncRNA Target   gene
ONT.23212.1   BNC2;  SLC46A2
ONT.24045.1 FANCC
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