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=35 -10 TSS1
TTGACAAAATAATATTACAATGTTAGAATAAAAAA.AAATTTATGAAAATATATAAAAGATTTTTAATAAAAATATT

TTAGAAACTGAGAAGTATATCTTATTATTGGGCATCTGGAGATATATGGAGTTAGTGGTGCAACCGGCTATGAATAT
AATTTTTATATTGCATAGTCTTTTTTTGCTTTAAAATTAACAAAAATGTTGCAAAATTTGAAAATAAGAGTATTAGT

CGTTAAGATTTTTATTGATAGGTGAAATTTTGGCTTTTAAAGTAGCCATTTGTTGGAAAAGGGAAATTTTTTAAAAA
TTAAAGTAGCCATTTGTTGGAGAATGGAGCTTAAAGTCATT

-10
GTATAATACTATTATAATAAGAAAATAAAGTTTTTATAAACATTGAGATGCAAAATATAAACCTTTTGTAACAATAT
TTCACTTATAAATTTATTATTTTTCTAGAAACTTGTCTATTGGCTAGTTTGAGTATTGATTTATATGATTTATATGG

-85
TSS3
éEZTACClAAATAATACAATTTATTTTATATTATAACCATATAAATCATATAAATCAATACTCAAACTAGCCAATAG
TTATAATATAAAA.AAATTGTATTATTTTGGTAAATATATTGTTACAAAAGGTTTATATTTTGCATCTCAATGTTTA
-10 TSS2

ACAAGTTTCTAGAAAAATAATAAATTTATAAGTGAAAATGACTTTAAGCTCCATTCTCCAACAATCGGAGACTTTAA
TAAAAACTTTATTTTCTTATTATAATAGTATTATACTTTTTAAAAAATTTCCCTTTTCCAACAATCGGAGACTTTAA

=35
TTAGTATTTAATAATAAATCTTAATGTTCAATACAATATTCAAGAATTGTTCAAAAATACTTAAGTATTATAGTCTA

-10 TSS4
GTTTGTAAAGATATTATAAAATAATAATlCTAGTTATATATGAAAATAAAACATTATAATTTGTAATAATTATAAAA

CTTGAGATTATGATTAARAATACCTTTGAATGGAGTGGTGTAATG

Fig S3. Identification and mapping of multiple transcriptional start sites upstream
of cmrRST. Map of transcriptional start sites (TSS) identified by 5° RACE in recV cmr-
ON, recV cmr-OFF and recV cmr-OFF pDccA. Gray highlight indicates the Cdi-2-2
riboswitch sequence. Red and blue text denote the OFF and ON orientations of the cmr
switch, respectively. Bold text indicates the inverted repeats. Green highlights mark
TSS. Underlined text indicates putative -10/-35 sites. Yellow highlight denotes the cmrR
start codon.



