Identified Spike Peptides
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Identified Spike Peptides
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Identified Spike Peptides

Sequence™ centcaion
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Identified M proteins
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1_Control_Purified_virons_1

1_Control_Purified_virons_1

2_Mock_Purified_Virons_mock_treated_1

2_Mock_Purified_Virons_mock_treated_1

3_PNGs_purified_virons_PNGase-F_treated_1

led_virons_PNGase-F_treated_1

3_PNG+_purif

ified_virons_PNGase-F_inactivated_1

/_puri

ified_virons_PNGase-F_inactivated_1

/_puri

AOATM1HIZS

A0AGMANE1 |

ADATM1HLZA

|AOAGMANEL?

|AOAGMANE17|

M1HLZ4 | 4_tnactiv

|AOAGMANE1? | 4_Inacti,

ADATMINLZA (64%, 252155 Da

ADAGHANEL? (40%), 25,1492 Da

2_Mock_Treated_Purified_Virions

AOATMINLZS (71%, 252155 Da

1

PE=a sv-

ADAGMANEL? (46%), 25,1492 Da

3_PNGase-F_Treated_Purified_Virions

ADATMINLZE (96%) 2521535 Da

ADAGMANEL? (97%), 25,1452 Da

d_Virions

4_Inactivated PNGase-F_Treated_Purif

ARTMINLZA (925), 252155 Da

13 totl spectra,

ADAGMANEL? (37%) 25,1452 Da

* The identified peptides are highlighted in orange; modified Cys residues are highiighted in green.

- F treatment.

., to account for

(N) residues were
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Identified M Peptides

Protein . Total lon Peptide| Peptide
Valid | Weight Sequence® identification SE)?C:EST SEQUEST Modifications | OPserved| Actual | e |Delta Da| Delta ppw [REtENEION| HOther | teins| chromatogram SpectrumID R S:Dp
e r deltacn Mass (Da) | Mass (Da) Time |Proteins = o

1_Control_Purified_Virions

Membrane glycoprotein OS=Severe acute respiratory syndrome coronavirus 2
TRUE | 02233 | (R)IGNYKLN Q) [ 34264 | 07533 [ 7970711 [23881015] 3 [ 00008 [ 03271 [ sso249 | 1 | AvaeManEl7 | 5133970 1_Control_Purified_Virions_1-21185-30704_30704 201 2

Membrane ute respiratory synds irus 2 Accession AOAGMANE17
TRUE | oa1es | (R)IGNYKLN a() [ 34264 | 07533 [ 797071 [ 23881915 ] 3 | 00008 | 03271 [ sso249 [ 1 [ aoarminiza | 5133970 1_Control_Purified_Virions_1-21185-30704_30704 201 222

2_Mock_Treated_Purified_Virions

Membrane glycoprotein OS=Severe acute respiratory syndrome coronavirus 2 GN=M PE=4 SV=1 Accessi
TRUE | 0850 (R)CDIKDLPKEITVATSR(T) 96% 43560 08228 Carbamidomethyl (+57) | 615.9951 | 18449635 | 3 | -0.0034 | -184%0 | 5203.70 1 | AoAGMaNEL? 1,115,740 2_Mock_Treated_Purified_Virions_2-19647-29048_29048 159 174
TRUE | 0.850 (R)CDIKDLPKEITVATSR(T) 96% 16986 05611 Carbamidomethyl (+57) | 462.2492 | 18449677 | 4 | 00008 | 04252 | 520145 1| AoAsManer7 260,680 2_Mock_Treated_Purified_Virions_1-19476-28683_28683 159 174
TRUE | 02233 (RIGNYKLN Q) 96% 4.2156 0.7798 797.06% | 23881869 | 3 | 00054 | 22430 | 553809 1 ADAGMANE17 3,857,450 2_Mock_Treated_Purified_Virions_2-21573-31267_31267 201 2

Membrane acute respiratory synd 2 =M PE=3 SV=1 Accession ADAGMANELT
TRUE | 00969 (R)CDIKDLPKEITVATSR(T) 96% 43560 08228 Carbamidomethyl (+57) | 615.9951 | 18449635 | 3 | -0.0034 | -1845%0 | 5203.70 1 AOATMIHLZA 1,115,740 2_Mock_Treated_purified_Virions_2-19647-29048_29048 159 174
TRUE | 00969 (R)CDIKDLPKEITVATSR(T) 96% 16986 05611 Carbamidomethyl (+57) | 462.2492 | 18449677 | 4 | 00008 | 04252 | 520145 1 AOATMIHLZA 260,680 2_Mock_Treated_Purified_Virions_1-19476-28683_28683 159 174
TRUE | o0.1169 (RIGNYKLN Q) 96% 4.2156 0.7798 797.06% | 23881869 | 3 | 00054 | 22430 | 553809 1 AOATMIHLZA 3,857,450 2_Mock_Treated_Purified_Virions_2-21573-31267_31267 201 22

3_PNGase-F_Treated_Purified_Virions

Membrane glycoprotein OS=Severe acute respiratory syndrome coronavirus 2 GN=M PE=4 SV=1 A
TRUE | 0.1935 (R)IAGHHLGR(C) 97% 18688 07610 4307462 | 859.4779 | 2 | 00002 | 0976 | 2,003.10 1 | AoasmanEL? 1,016,910 3_PNGase-F _Treated_Purified_Virions_2-5037-9778_9778 151 158
TRUE | 0.1935 (R)IAGHHLGR(C) 96% 15032 0.8443 4307464 | 8504782 | 2 | 00004 | 04813 | 2,154.20 1| AoasManEL? 511,700 3_PNGase-F_Treated_Purified_Virions_15322-10432_10432 | 151 158
TRUE | 02037 (R)CDIKDLPK(E) 97% 25740 0.7020 Carbamidomethyl (+57) | 434.7603 | 987.5060 | 2 | -00002 | -02216 | 332486 1| AoAsManEL? 621,187 3_PNGase-F_Treated_Purified_Virions_2-10827-17540_17540 | 159 166
TRUE | 02037 (R)CDIKDLPK(E) 96% 3.1616 0.6943 Carbamidomethyl (+57) | 4947609 | 987.5073 | 2 | 00011 | 10750 | 335154 | 1 | AOAGMANEL7 977,011 3_PNGase-F_Treated_Purified_Virions_1-10298-17321 17321 | 159 166
TRUE | 01750 (KIEITVATSR(T) 97% 19847 06836 4387430 | 8754714 | 2 | 00001 | 0589 | 281165 1 | Aoasmaner? 816236 3_PNGase-F_Treated_Purified_Virions_2-8433-14430_14430 | 167 174
TRUE | 01750 (KIEITVATSR(T) 95% 18295 06244 4387429 | 8754713 | 2 | 00000 | 001% | 285428 1| AoasManEL? 646,781 3_PNGase-F_Treated_Purified_Virions_1-8173-14412_14412 | 167 174
TRUE | 01750 (KIEITVATSR(T) 94% 16332 0.5684 4387427 | 8754709 | 2 “04678 | 283271 1| AoasManEL? 204,129 3_PNGase-F_Treated_Purified_Virions_2-8537-14561 14561 | 167 174
TRUE | 04750 (KIEITVATSR(T) 93% 15956 05395 4387433 | 8754721 | 2 | 00009 | 09946 | 287558 1| Aoasmener7 239,368 3_PNGase-F_Treated_Purified_Virions_1-8276-14543_14543 | 167 174
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 97% 37174 0.8590 6007866 | 11995587 | 2 | 00016 | 13490 | 379755 1 | Aoasmaner? 960,832 3_PNGase-F_Treated_Purified_Virions_2-13265-20551 20551 | 187 198
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 97% 3.2595 0.8700 6007857 | 11995569 | 2 01762 | 3817.71 1| AoasManEL? 713,943 3_PNGase-F_Treated_Purified_Virions_2-13353-20670_20670 | 187 198
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 96% 3.7937 08743 6007866 | 11995587 | 2 | 00016 | 13490 | 382681 1| AoAsManEL? 1,061,920 3_PNGase-F_Treated_Purified_Virions_1-12537-20227_20227 | 187 198
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 96% 35872 08744 6007866 | 11995586 | 2 | 00015 | 12470 | 384744 | 1 | AOAGM4NEL7 315,625 3_PNGase-F_Treated_Purified_Virions_1-12622-20347_20347 | 187 198
TRUE | 02105 (KILN ) 97% 3.2589 0.8944 907.4501 | 18128856 | 2 | 00001 | 00683 | 525376 1| Aoasmane1? 1,944,790 3_PNGase-F_Treated_Purified_Virions_2-21341-30121 30121 | 206 22
TRUE | 02105 (KILNTDHSSSSDNIALLVQ(-) 96% 3.7648 0.8943 07.4504 | 18128862 | 2 | 00007 | 04048 | 528012 1| AoasManEL? 2,064,470 3_PNGase-F_Treated_Purified_Virions_1-20099-29532_29532 | 206 222
TRUE | 02105 (KN ) 95% 13971 0.8266 07.44% | 18128847 | 2 | -00007 | -04028 | 5.233.12 1| AoAsManEL? 190,195 3_PNGase-F_Treated_Purified_Virions_2-21217-29962_29%82 | 206 2

Membrane p acute respiratory sy irus 2 PE=3 SV=1 ADAGMANEL?
TRUE | o0.013 (R)IAGHHLGR(C) 7% 18688 07610 4307462 | 859.4779 | 2 | 00002 | 0976 | 2,003.10 1 AOATMIHLZA 1,016,910 3_PNGase-F _Treated_Purified_Virions_2-5037-9778_9778 151 158
TRUE | o0.013 (R)IAGHHLGR(C) 96% 15032 0.8443 4307464 | 8504782 | 2 | 00004 | 04813 | 2,154.20 1 AOATMIHLZ4 511,700 3_PNGase-F_Treated_Purified_Virions_15322-10432_10432 | 151 158
TRUE | 0.1067 (R)CDIKDLPK(E) 97% 25740 0.7020 Carbamidomethyl (+57) | 434.7603 | 987.5060 | 2 02216 | 3732486 1 AOATMIHLZ 621,187 3_PNGase-F_Treated_Purified_Virions_2-10827-17540_17540 | 159 166
TRUE | 0.1067 (R)CDIKDLPK(E) 96% 3.1616 0.6943 Carbamidomethyl (+57) | 4947609 | 9875073 | 2 | ooo11 | 10750 | 33s1s4 | 1 AOATMIHLZA 977,011 3_PNGase-F_Treated_Purified_Virions_1-10298-17321 17321 | 159 166
TRUE | 00917 (KIEITVATSR(T) 7% 19847 06836 4387430 | 8754714 | 2 | 00001 | 0589 | 281165 1 AOATMIHLZA 816236 3_PNGase-F_Treated_Purified_Virions_2-8433-14430_14430 | 167 174
TRUE | 00917 (KIEITVATSR(T) 95% 18295 06244 4387429 | 8754713 | 2 | 00000 | 001% | 285428 1 AOATMIHLZA 646,781 3_PNGase-F_Treated_Purified_Virions_1-8173-14412_14412 | 167 174
TRUE | 00917 (KIEITVATSR(T) 94% 16332 0.5684 4387427 | 8754709 | 2 | -00004 | -04678 | 283271 1 AOATMIHLZ 204,129 3_PNGase-F_Treated_Purified_Virions_2-8537-14561 14561 | 167 174
TRUE | 00017 (KIEITVATSR(T) 93% 15956 05395 4387433 | 8754721 | 2 | 00009 | 09946 | 287558 1 AOATMIHLZA 239,368 3_PNGase-F_Treated_Purified_Virions_1-8276-14543_14543 | 167 174
TRUE | o187 (RIVAGDSGFAAYSR(Y) 97% 37174 0.8590 6007866 | 11995587 | 2 | 00016 | 13490 | 379755 1 AOATMIHLZA 960,832 3_PNGase-F_Treated_Purified_Virions_2-13265-20551 20551 | 187 198
TRUE | o.1187 (RIVAGDSGFAAYSR(Y) 97% 3.2595 0.8700 6007857 | 11995569 | 2 | 00002 | 01762 | 381771 1 AOATMIHLZA 713,943 3_PNGase-F_Treated_Purified_Virions_2-13353-20670_20670 | 187 198
TRUE | o187 (RIVAGDSGFAAYSR(Y) 96% 3.7937 08743 6007866 | 11995587 | 2 | 00016 | 13490 | 382681 1 AOATMIHLZ 1,061,920 3_PNGase-F_Treated_Purified_Virions_1-12537-20227_20227 | 187 198
TRUE | o187 (RIVAGDSGFAAYSR(Y) 96% 35872 08744 6007866 | 1199.5586 | 2 | 00015 | 12470 | 384748 | 1 AOATMIHLZA 315,625 3_PNGase-F_Treated_Purified_Virions_1-12622-20347_20347 | 187 198
TRUE | 01102 (KILN ) 97% 3.2589 0.8944 907.4501 | 18128856 | 2 | 00001 | 00683 | 525376 1 AOATMIHLZA 1,944,790 3_PNGase-F_Treated_Purified_Virions_2-2134130121 30121 | 206 22
TRUE | o0.1102 (KILNTDHSSSSDNIALLVQ(-) 96% 3.7648 0.8943 07.4504 | 18128862 | 2 | 00007 | 04048 | 528012 1 AOATMIHLZ4 2,064,470 3_PNGase-F_Treated_Purified_Virions_1-20099-29532.29532 | 206 222
TRUE | 01102 (KLY ) 95% 13971 0.8266 07.44% | 18128847 | 2 | -00007 | -04028 | 5.233.12 1 AOATMIHLZ 190,195 3_PNGase-F_Treated_Purified_Virions_2-21217-29982_29%82 | 206 2

4_inactivated PNGase-F_Treated_Purified_Virions

[4_tnactiv_purified_virons_PNGase-F_inactivated_1 AOATM1HLZ4
TRUE | 02037 (R)CDIKDLPK(E) 93% 33037 07293 Carbamidomethyl (+57) | 494.7609 | 9875072 | 2 10130 | 3,349.45 1 | AoasmanEL? 560915 | 4_Inactivated_PNGase-F_Purified_Virions_1-10431-17072_17072 | 159 166
TRUE | 02087 (R)CDIKDLPK(E) 91% 2.8560 06945 Carbamidomethyl (+57) | 434.7613 | 9875080 | 2 17540 | 331989 1| AoasManEL? 455,69 4_Inactivated_PNGase-F_purified_Virions_2-7538-15355_15355 | 159 166
TRUE | 01750 (KIEITVATSR(T) 93% 15068 05144 4387431 | 8754717 | 2 05071 | 2,857.04 1| AoasManEL? 538,508 4_Inactivated_PNGase-F_purified_Virions_1-8037-14035_14035 | 167 174
TRUE | 04750 (KIEITVATSR(T) 93% 17285 06008 4387420 | 8754712 | 2 0119 | 2,877.49 1 | AoasManel7 303154 | 4_Inactivated_PNGase-F_Purified_Virions_1-8122-14152_14152 | 167 174
TRUE | 01750 (KIEITVATSR(T) 91% 21375 07169 4387428 | s75.471 | 2 01893 | 281282 1| Aoasmanel? 2,849,730 | 4_inactivated_PNGase-F_purified_Virions_2-5559-12546_12546 | 167 174
TRUE | 01750 (KIEITVATSR(T) 91% 13316 0.5497 4387429 | 8754712 | 2 00500 | 283316 1 | AoasManEL? 185,931 4_Inactivated_PNGase-F_purified_Virions_2-5621-12647_12647 | 167 174
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 93% 36994 0.8761 6007858 | 11995570 | 2 “00745_| 381386 1| AoasManEL? 794522 | 4_Inactivated_PNGase-F_Purified_Virions_1-12627-19892 19852 | 187 198
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 93% 32152 0.9065 6007849 | 11995553 | 2 14980 | 383460 | 1 | AOAGMANEL? 210293 | 4_inactivated_PNGase-F_Purified_Virions_1-12726-20019_20019 | 187 198
TRUE | 02266 (RIVAGDSGFAAYSR(Y) 91% 3.1606 0.8915 6007842 | 11995538 | 2 27180 | 381542 1 | Aoasmaner? 266,334 4_inactivated_PNGase-F_Purified_Virions_2-9684-18250_18250 | 187 198
TRUE | 0.2266 (RIVAGDSGFAAYSR(Y) 91% 33918 0.8489 6007862 | 11995578 | 2 06373 | 379465 1 | AoasManEL? 516,065 4_Inactivated_PNGase-F_purified_Virions_2-9612-18138_18138 | 187 198
TRUE | 02105 (KN ) 93% 2.5937 0.5105 074500 | 18128855 | 2 00010 | 526931 1| AoasManEL? 1,298,710 | 4_inactivated_PNGase-F_Purified_Virions_1-20554-29354_29354 | 206 2
TRUE | 02105 (KN Q) 91% 2.4156 0.9355 907.4504 | 18128862 | 2 04048 | 526952 1 | AoasMane17 504310 | 4_inactivated_PNGase-F_Purified_Virions_2-17435-27593 27593 | 206 22
TRUE | 02105 (KILN Q) 91% 12895 06943 907.4526 | 18128907 | 2 28950 | 524803 1| Aoasmaner7 82,198 4_Inactivated_PNGase-F_Purified_Virions_2-17310-27450_27450 | 206, 22

Membrane ite respiratory sy 2 PE=3 SV=1
TRUE | 0.1067 (R)CDIKDLPK(E) 93% 33037 0.7293 Carbamidomethyl (+57) | 434.7609 | 987.5072 | 2 | 00010 | 10130 | 334345 1 AOATMIHLZ 560,915 | 4_Inactivated_PNGase-F_Purified_Virions_1-10431-17072_17072 | 159 166
TRUE | 0.1067 (R)CDIKDLPK(E) 91% 2.8560 0.6945 Carbamidomethyl (+57) | 4947613 | 9875080 | 2 | 00017 | 17540 | 3319.89 1 AOATMIHLZA 455,69 4_Inactivated_PNGase-F_Purified_Virions_2-7538-15355_15355 | 159 166
TRUE | 00917 (KIEITVATSR(T) 93% 1.9068 06144 4387431 | 8754717 | 2 | 00004 | 05071 | 2,857.04 1 AOATMIHLZA 538,508 4_inactivated_PNGase-F_Purified_Virions_1-8037-14035_14035 | 167 174
TRUE | 00917 (KIEITVATSR(T) 93% 17285 0.6008 4387429 | 8754712 | 2 | -00001 | -011% | 2,877.49 1 AOATMIHLZ4 303,154 4_Inactivated_PNGase-F_purified_Virions_1-8122-14152_14152 | 167 174
TRUE | 00917 (KIEITVATSR(T) 91% 2.1375 0.7169 4387428 | 8754711 | 2 | -00002 | -01853 | 281282 1 AOATMIHLZ 2,849,730 | 4_inactivated_PNGase-F_purified_Virions_2-5559-12546_12546 | 167 174
TRUE | 00017 (KIEITVATSR(T) 91% 13316 05497 4387420 | 8754712 | 2 | ooooo | -00s00 | 2583316 1 AOATMIHLZA 185,931 4_Inactivated_PNGase-F_Purified_Virions_2-5621-12647_12647 | 167 174
TRUE | o187 (RIVAGDSGFAAYSR(Y) 93% 3.6994 0.8761 6007858 | 11995570 | 2 | 00001 | -0.0745 | 381386 1 AOATMIHLZA 794522 | 4_inactivated_PNGase-F_Purified_Virions_1-12627-19892_19892 | 187 198
TRUE | o.1187 (RIVAGDSGFAAYSR(Y) 93% 32152 0.9065 6007849 | 11995553 | 2 | -0.0018 | -14%80 | 383460 1 AOATMIHLZA 210293 | 4_Inactivated_PNGase-F_Purified_Virions_1-12726-20019 20019 | 187 198
TRUE | o187 (RIVAGDSGFAAYSR(Y) 91% 3.1606 0.8915 6007842 | 11995538 | 2 | 00033 | -27180 | 381542 1 AOATMIHLZ 266,334 4_Inactivated_PNGase-F_purified_Virions_2-9684-18250_18250 | 187 198
TRUE | o187 (RIVAGDSGFAAYSR(Y) 91% 33018 0.8489 6007862 | 11995578 | 2 | 00008 | 06373 | 379465 1 AOATMIHLZA 516,065 4_Inactivated_PNGase-F_Purified_Virions_2-9612-18138_18138 | 187 198
TRUE | 01102 (KILN Q) 93% 2.9937 09105 907.4500 | 18128855 | 2 | 00000 | 00010 | 526931 1 AOATMIHLZA 1298710 | 4_Inactivated_PNGase-F_Purified_Virions_1-20554-29354_29354 | 206 22
TRUE | o102 (KILNTDHSSSSDNIALLVQ(-) 91% 2.4156 0.9355 07.4504 | 18128862 | 2 | 00007 | 04048 | 526952 1 AOATMIHLZ4 504310 | 4_Inactivated_PNGase-F_Purified_Virions_2-17435-27593 27583 | 206 222
TRUE | o102 (KN ) 91% 1289 06343 074526 | 18128907 | 2 | 00053 | 28950 | 524803 1 AOATMIHLZ 82,198 4_Inactivated_PNGase-F_Purified Virions_2-17310-27450_27450 | 206, 2

¢, Modified Cys residue, as indicated in the Modifications column,
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