Figure 54

A. Example of Cluster scoring scheme

Perfect grouping: 8 B. thetaiotaomicron strains /

8 taxa on minimum branch =1
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Intermediate grouping: 8 B. thetaiotaomicron strains /

16 taxa on minimum branch = 0.5
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Weakest grouping: 8 B. thetaiotaomicron strains /

21 taxa on minimum branch = 0.38
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B. Normalized data
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C. Unnormalized (raw) or binary (growth/no

growth) data
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P= polysaccharide data
M = monosaccharide data
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