Top 20 metagenomic KEGG pathways

Biosynthesis of amino acid

Purine metabolism

Pyrimidine metaboli

Carbon metabolis

Starch and sucrose metabolism

ABC transporters:

Aminoacyl-tRNA biosynthesis
Homologous recombination=

Amino sugar and nucleotide sugar metabolism
Mismatch repair=|

Quorum sensing
Alanine, aspartate and glutamate metabolism={

Glycolysis / Gluconeogenesis
DNA replication=
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Galactose metabolism
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Cysteine and methionine metabolism=|
Pyruvate metabolism=

Carbon fixation pathways in prokaryotes:
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Significantly different metagenomic KEGG pathways

Bacterial chemotaxis=

Biofilm formation - Pseudomonas aeruginosa=|
Lipopolysaccharide biosynthesis=
Two-component system=
Peroxisome=

Ferroptosis=

Fatty acid degradation=|

Retinol metabolism=

Limonene and pinene degradation=
Styrene degradation=

Linoleic acid metabolism=|
alpha-Linolenic acid metabolism=]
Fanconi anemia pathway=-

Neuroactive ligand-receptor interaction=
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