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ChIP-seq

Flow cytometry

MRI-based neuroimaging

LACV-L transcription initiation state PDB 7ORL EMDB EMD-13041

LACV-L transcription early-elongation state PDB 7ORM EMDB EMD-13042

The NGS raw reads generated in this study have been deposited in the European nucleotide archive under accession code ERP132950.

Source data are provided with this paper.

The coordinates and EM maps used in this study are available in the Protein Data Bank and the Electron Microscopy Data Bank under accession codes:

LACV-L pre-initiation state PDB 6Z6G EMDB EMD-11093

LACV-L elongation-mimicking state PDB 6Z8K EMD-11118

The number of particles extracted for each of the EM reconstruction has been stated in the methods section. Each dataset was collected for
two days on Krios (maximum beam time allocated) or three days on Glacios (manimum beam time allocated) with optimized pre-screened
concentrated grids in order to provide the maximum number of particle possible at the time of the data collection.

For Fig. 2e the gels have been repeated three times with distinct samples. This number is chosen to ensure that the gels used for
quantification are run within the same week, a time period during which we can consider the P32 source radioactivity as being constant.

No data were excluded from the analyses

Protein expression, purification were performed 10 times and gave the same result.

In vitro replication and transcription assays were done between two and three times and gave the same results

Data collection of equilavent samples were performed two times and provided the same conclusions. The data at the highest resolution is
provided.

For Fig. 2e the gels have been repeated three times with distinct samples and were reproducible.

Extracted particles were randomly assigned to two separate groups to calculate half-maps and gold-standard FSC.

Blinding was not applicable since predetermined samples and conditions were used throughout the study.




