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Figure S1. Evaluation of progressive scraping and sequential extraction procedures of muscle tissue (Related to
Figure 1)

(A-B) Principal component analysis (PCA) from the analysis including samples from M/T, (M)/T, MTJ and T, with all the
fractions (extractions) and sample types independent from each other. Color indicates different fractions (extractions) in
A and sample types in B.

(C) Pearson correlation between proteomes from the statistical comparison (fractions/extractions merged per sample
type). Averaged correlations coefficients are indicated per each sample type correlation.

(D) Hierarchical clustering from the statistical comparison after filtering for all the proteins quantified in at least 3 out of 4
of the subjects in at least one sample type, including the sample type (M)/T.

(E) Principal component analysis (PCA) from the analysis including independent extractions but including only M/T, MTJ
and T samples, with all the fractions (extractions) and sample types independent from each other. Color indicates differ-
ent sample types.

(F) PCA from the analysis including independent extractions from samples from M/T, MTJ and T, with all the fractions
(extractions) and sample types (displayed in different shapes) coloured depending on the individual donor.

(G) Number of quantified proteins in each fraction/extraction in the analysis including independent extractions.
Abbreviations: M/T: muscle-tendon sample type; (M)/T: tendon sample with partially scraped muscle tissue; MTJ: myoten-
dinous junction sample type; T: tendon sample type; PBS: phosphate-buffered saline; NP40: nonidet P-40, non-ionic
detergent; SDS: sodium dodecyl sulfate.





