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Fig. S1. Co-translational interaction of EBP50 and ezrin in multiple cell types, HCT116 (left) and
Jurkat (right) cells were subjected to anti-EBP50 RIP-gRT-PCR with probes for EZR and PTEN
mRNAs. The experiments were done in the absence and presence of puromycin, and shown as
fold-enrichment compared to isotype-specific IgG RIP-qRT-PCR. Mean + sd, n = 3; *p < 0.05, **p
< 0.01, ns = not significant.



