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exon1 exon2 exon3 exon4 exon5 exon6 exon7 
Eubalaena japonica 
(Right whale)

Cow  GAGTCCCAGGAACAC
Bowhead whale GAGTCCCAGGAACAC
Ψ Right whale GAGTCCTAGGAACAC

Inia geoffrensis 
(Boutu)

exon1 exon2 exon3 exon4 exon5 exon6 exon7 

Cow  GAGTGCATCCAGCTG
Bowhead whale GAGTGCATCCGGCTG
Ψ Boutu GAGTGCAT-CGGCTG

AGGGTCCCAGGGCAG
AGGGTGCCGGGGCAG
AGGGTGCC-GGGCAG

Kogia breviceps
(Pygmy sperm whale)

exon1 exon2 exon3 exon4 exon5 exon6 exon7 

Cow CACCGGC-CCCACAGG
Bowhead whale CACCGGC-CCCACAGG
Ψ Pygmy sperm whale CACCGACGCCCCCAGG

CTCTTGTATGAGAGC
CTCTTATATGAGAGC
CTCTTATGAGAGAGC

Fig. S2
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Trim17 Bax β-actin
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Trim17 Mcl-1

cleaved caspase-3 β-actin
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