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Animals and other organisms
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Laboratory animals

We sequenced the genome of a female monk parakeet (Myiopsitta monachus) in order to understand the evolutionary history of
parrot karyotype changes. In addition, we collected Hi-C data from a blue-fronted amazon (Amazona aestiva) individual in order to
assembly the genome into chromosome.

The following parrot samples were collected from a local zoo in Fujian maintained by Fuzhou Olsen Agriculture CO.LTD. Three adult
female monk parakeet (Myiopsitta monachus) and three adult male monk parakeets were sacrificed because we needed to collect
tissue samples for RNA-seq. One adult female blue-fronted amazon (Amazona aestiva) was sacrificed because we needed to do a Hi-C
experiment. We collected feather samples from one one adult female red-and-green macaw (Ara chloropterus) and one adult female
cockatiel (Nymphicus hollandicus) for re-sequencing - they were not sacrificed. Monk parakeets and blue-fronted amazons were bred
in the zoo by Fuzhou Olsen Agriculture CO.LTD., and red-and-green macaw and cockatiels were bred by Tianshen Bird Import and
Export Trading Co., Ltd. (Fuzhou).

We sampled three female and three male monk parakeets. The sample size of three should be sufficient for RNA-seq analyses
according to our previous experiences.

Dr. Zhen Huang dissected monk parakeets and blue-fronted amazon and collect samples with surgical knifes, scissors and tweezers,
following standard protocol of bird dissection. One or two small chest feathers were quickly removed by hand in order to collect
blood samples for re-sequencing.

Those parrot samples were collect in December 2018 in Fuzhou, China.

no data were excluded.

For monk parakeet transcriptomic data, we sampled the tissues from three different male and tree female individuals. All attempts at
replication were successful.

The three male and three female individuals were randomly selected.

All six parrot individuals were raised in similar conditions in the same animal facility, so no blinding was needed.

The study did not involve laboratory animals.




