Supplementary Information

Supplementary figure S1. gRT-PCR to validate RNA sequencing analysis. A set of genes whose
expression was either continually increased (a) or decreased (b) by RNA-Seq were chosen for gqRT-
PCR validation. Panel (c) and (d) show gRT-PCR results of the 8 genes and data were plotted for each

time point as Log2 of seeded condition expression / unseeded control.

Supplementary figure S2. Gene expression heatmap of 1075 significantly differentially expressed

genes in the control and seeded groups at DIV3, DIV7 and DIV14.
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