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SUPPLEMENTARY MATERIALS AND METHODS
Isolation of exosomes:

Procedures and protocols for exosomes production and isolation from WT and PTGFRN++
overexpressed HEK293 cells were established, as described in Dooley et al (7). Chemically
defined media (CDM4PERMAD) was inoculated at 0.3E+06 viable cells per mL at the 10-25 L
scale using WAVE bioreactors (GE Healthcare) and were maintained at 37°C and 8.0% COx. Cells
were grown for 9 days, and the cell density and viability of the cells was measured daily on a Vi-
CELL XR cell counter (Beckman Coulter). For termination of the cell culture, cells were removed
by centrifugation at 6,000 x g for 15 minutes. The cell pellet was discarded, and the clarified
conditioned media was filtered using Sartopore 0.8/0.45 um MidiCaps (Sartorius), supplemented
with MgCl to a final concentration of 1 mM, and treated with 20 U/mL Benzonase (Millipore)
overnight at room temperature with gentle agitation. Nuclease treated media was concentrated 10X
by tangential flow filtration using a SARTOFLOW benchtop system equipped with Pellicon 2
mini 1,000 NMWL polyethersulfone (PES) ultrafiltration cassettes (Millipore). Concentrated
media was then subsequently loaded into 100 mL Quick-Seal Ultra-Clear tubes and centrifuged
for 60 minutes at 133,900 x g at 4°C in a 45 Ti fixed-angle rotor in an Optima XE ultracentrifuge
(Beckman Coulter). Finally, the crude exosome-containing pellets were resuspended in minimal
volumes of sterile PBS for further processing.

For preparing larger scale batches, the resuspended crude pellets were adjusted to a final volume
of 3 mL with sterile PBS and mixed with 9 mL of 60% iodixanol solution (OptiPrep, Sigma),
which resulted in a final concentration of 45% iodixanol. This was then transferred to a 38 mL
UltraClear tube (Beckman Coulter). Successive layers of lower density iodixanol solutions were
carefully pipetted on top of the 45% layer: 9 mL of 30%, 6 mL of 23%, 6 mL of 18%, and 3 mL
of PBS. These lower density solutions were prepared by diluting OptiPrep with a homogenization
buffer (250 mM sucrose, 10 mM Tris-HCI, 1 mM EDTA, pH 7.4) to achieve the final indicated
iodixanol vol/vol percentages. A density gradient was achieved by centrifuging at 150,000 x g for
16 hours at 4°C in a swinging-bucket SW 32 Ti rotor (Beckman Coulter). Exosomes were isolated
from the interface between the PBS and 18% iodixanol layer by careful pipetting and transferred
to a clean 38 mL UltraClear tube. An additional low speed spin at 20,000 x g for 30 minutes at
4°C was used to remove any contaminating actin and actin-binding protein species. The
supernatant was filtered using a 0.22 um PVDF sterile filter, transferred to a clean 38 mL
UltraClear tube, and centrifuged at 133,900 x g for 3 hours at 4°C. The final purified exosome
pellet was resuspended in a minimal amount of sterile PBS, characterized, aliquoted, and frozen
at -80°C for long term storage.

Radiolabeling of exosomes and PET imaging:

For zirconium (Zr) radiolabeling of PTGFRN++ exosomes, immediately prior to use, 1M HEPES
buffer, pH 7.3 was mixed with [**Zr]-oxalate (3D Imaging, Little Rock, AR) to prepare a 1:10
(v:v) labeling stock solution. The DFO conjugated exosomes were then added the [*°Zr]-oxalate
labeling stock solution, and this labeling reaction mixture was then was incubated at 37°C for 60
minutes. Following incubation, the labeling reaction mixture was purified using Zeba™ Spin
Desalting Columns, 7K MWCO purification columns (ThermoFisher Scientific, MA) with 1X
phosphate buffered saline (PBS) as the eluent for purification. Radioactive fractions (500 pL) were
collected, analyzed via SEC-HPLC (Column: TSK gel 3000 — 30 cm x 7.8, 5 um; Buffer: 1X PBS;



Rate: 1 mL/min), and all positive [*Zr]DFO-labeled EV fractions were pooled to obtain the final
product for injection.

For pharmacokinetic assessment in mouse, a single bolus intravenous injection (tail vein, IV) of
[¥Zr]-DFO-exosomes (100mCi/ <200ml) was administered under anesthesia using a 26G needle
attached to a 1ml syringe and the mice then placed into the bed of a micro-PET camera. In this
instance, a dynamic 60-minute acquisition was acquired followed by a short CT scan to allow for
co-registration of PET and CT images. PET data acquired was histogrammed using by Fourier
rebinning and the PET images were then reconstructed using an ordered subset expectation
maximum algorithm (OSEM 2D) with corrections for detector normalization, deadtime, randoms,
and attenuation based on the CT scan to provide the images.

Gene expression analysis by RT-qPCR:

For in vitro experiments and analysis, cells were lysed with Cells to Ct 1-step Tagman Kit (Thermo
Fisher) according to manufacturer’s instructions. mRNA expression was measured using TagMan
Fast Virus 1-step master mix (Thermo Fisher) and QuantStudio™ 3 & 5 Real-Time PCR System
(Thermo Fisher Scientific). Ct values for all target genes were normalized to Ct values of the
housekeeping gene, GAPDH. For in vivo liver, spleen and tumor samples, tissues were collected
in RNA later (Thermo Fisher) solution and stored overnight at 4°C. The tissues were placed in 1
mL of QIAzol lysis reagent and homogenized mechanically with a bead rupture. Total RNAs were
isolated using RNeasy Lipid Tissue Mini Kit (ThermoFisher Scientific) following manufacturer’s
instructions and quantified using NanoDrop (ThermoFisher Scientific). 500 ng of total RNAs were
used to generate cDNA using SuperScript [V VILO Master Mix (ThermoFisher Scientific). Target
genes expression levels were assessed by RT-qPCR using TagMan Fast Virus 1-step master mix
(Thermo Fisher) and QuantStudio™ 3 & 5 Real-Time PCR System (Thermo Fisher Scientific). Ct
values for all target genes were normalized to Ct values of the housekeeping gene, RPS13.

Probes used (Thermo Fisher):

Human STAT6 Hs00598625 ml
Human GAPDH Hs02786624 ¢1
Mouse Stat6 MmO01160477 ml
Mouse RPS13 MmO00850011 g1
Mouse Argl Mm00475988 ml
Human CD163 Hs00174705 ml
Human STATI Hs01013996 ml
Human STATS5B Hs00560026 m1
Human STAT4 Hs01028017 ml
Human STAT5B Hs00234181 ml
Human STAT3 Hs00374280 ml

WES (Protein Simple WES) Analysis:



https://www.thermofisher.com/taqman-gene-expression/product/Hs00598625_m1?CID=&ICID=&subtype=
https://www.thermofisher.com/taqman-gene-expression/product/Hs02786624_g1?CID=&ICID=&subtype=
https://www.thermofisher.com/taqman-gene-expression/product/Mm01160477_m1?CID=&ICID=&subtype=
https://www.thermofisher.com/taqman-gene-expression/product/Mm00850011_g1?CID=&ICID=&subtype=
https://www.thermofisher.com/taqman-gene-expression/product/Mm00475988_m1?CID=&ICID=&subtype=
https://www.thermofisher.com/taqman-gene-expression/product/Hs00174705_m1?CID=&ICID=&subtype=

Human monocytes were negatively enriched from whole blood using RosetteSep human monocyte
enrichment cocktail (STEMCELL Technologies). The enriched cells were differentiated for 6 days
with RPMI/10%FBS/M-CSF media for M2 MDMs or RPMI/10%FBS/GM-CSF media for M1
MDMs and then polarized overnight with 20 ng/mL of IL-4/IL-10/TGFf in RPMI/10%FBS/M-
CSF medium for M2 MDMs and RPMI/10%FBS/GM-CSF with 20 ng/mL of IFN-y and LPS for
M1 MDMs. The adherent macrophage cells were scraped, plated, and further polarized overnight
in a 96-well flat bottom TC plate at 100K cells/well. The next day, the cells were treated with the
listed compounds. The first experiment was a single time point of 4 days and the second
experiment was dose duration of 1, 2, 3, 5, 7, and 10 days. Treated macrophages were lysed with
RIPA buffer (ThermoFisher Scientific) plus 1X protease/phosphatase inhibitor (Sigma-Aldrich) at
the end of each time point. Sample cell lysates were further diluted to stock concentration of 500
pg/mL in RIPA buffer for Western analysis using WES method (Protein Simple). Stock samples
were mix to a ratio of 1:4 (1-part Protein Simple master mix: 4-part lysates), denatured at 95°C for
10 minutes, and then loaded at 3 pL/well into row A of the WES 12-230 kDa pre-filled plate
(Protein Simple). Wells in row B were filled with 10 uL/well of SuperblockT20 blocking buffer
(ThermoFisher Scientific). Primary antibodies, Stat6 #5397S, phospho-Stat6 (Tyr641) #9361S and
beta-Actin #8457S (Cell Signaling) were diluted at 1:40 (Stat6), 1:30 (p-Stat6) and at 1:100 (beta-
Actin) in SuperblockT20 buffer and 10 pL/well were loaded into appropriate well in row C. Wells
in row D were loaded with 10 pL/well of HRP-conjugated secondary antibodies (Protein Simple).
Wells in row E were filled with 15 pL/well of chemiluminescent substrate SuperSignal West
Femto (ThermoFisher Scientific). Lastly, the wash buffer wells were filled with wash buffer and
the plate spun down at 2000 rpm before running the plate in the WES instrument (Protein Simple).
Protein expressions were quantified (Stat6 to loading control beta-Actin) and percentage protein
knockdown assessed.

CD11Db enrichment:

To enrich for CD11b cells from CT26 tumors, two tumors were pooled together to make one tumor
sample. Tumors were dissociated with mouse Tumor Digestion Kit (Miltenyi Biotec) according to
manufacturer’s instructions. This solution was then centrifuged in the same digestion tubes at 500g
for 1 minute, resuspended in the same digestion solution, and passed through a 70 um cell strainer.
Cells were then washed once with PBS + 2% FBS and resuspended in 500ul of robosep buffer.
EasySep Mouse CD11b Positive Selection Kit II (STEMCELL Technologies) was then used to
enrich for CD11b positive cells, according to manufacturer’s protocol. These cells were then used
for downstream analysis such as RNA isolation and flow cytometry.

Flow Cytometry:

Tissues and tumors were dissociated using mouse tumor dissociation kit and mouse liver
dissociation kit using genleMACS (Miltenyi Biotec), according to manufacturer’s instructions.
This solution was then centrifuged in the same digestion tubes at 500g for 1 minute, resuspended
in the same digestion solution, and passed through a 70 um cell strainer, and resuspended in PBS.
Cells were then stained with Live/Dead stain dye (IR885) and were then blocked with Fc block
(eBioscience). Samples were then incubated with a master mix of flow antibodies, washed with



flow cytometry wash buffer. Data were acquired using the CytoFLEX LX flow cytometer
(Beckman Coulter) and analyzed with the CytExpert flow cytometry software (Beckman Coulter).

Antibodies used for flow cytometry experiments:

Antibody Fluorochrome Clone
CD45 BUV395 30-F11
CDl11b BUV737 M1/70
CDllc BV421 N418
I/A-I/E BVS510 M5/114.15.2
Ly6G BV605 1A8
CD3 BV711 17A2
F4/80 BV785 BMS
CD49% FITC DX5
CD19 PE 1D3/CD19
Ly6C PE-Cy7 HK1.4
CD45 BUV395 30-F11
CDl11b BUV737 M1/70
CDllc BV421 N418
I/A-I/E BVS510 M5/114.15.2
Ly6G BV605 1A8
F4/80 BV785 BM8
CD86 FITC GL-1
CD115 PE AFS98
CD206 APC C068C2
Ly6C APC-Fire750 HK1.4
CDS8 BUV737 53-6.7
CD4 BV421 RM4-5
CD3 BVS510 17A2
CD19 BV605 6D5
CD4% BV711 HMaoa2
CD25 BV785 PC61
Foxp3 APC FIK-16s
Immunohistochemistry:

For liver tissue, the right lobe was collected, fixed in 10% NBF for 24 hours, cut into slices (no
more than 5mm thickness) and subsequently embedded in paraffin (Histowax, Histolab,
Sweden). Paraffin embedded tumors were cut onto slides with a thickness of 5 um. Slides were
baked for 15mins at 60°C, deparaffinized in xylene, and rehydrated via graded alcohols.
Hematoxylin-Eosin (H&E) staining was performed using standard methods. For tumor cell counts,



observations were made by manual Scoring (<20% tumor cells remaining with tumor cell
morphology changing and more immune cells infiltration were called Partial responders (PR); A
complete lack of tumor cells were called Complete Responders (CR); >20% tumor cells remaining
were called Non-Responders (NR). For tumor cell analysis by Halo Imaging Analysis Platform,
tumor and stromal cell classifier methods were used for analysis. The primary antibodies for CD8
(rabbit monoclonal; Abcam EPR21769 1:2000) and FoxP3 (rabbit monoclonal; Cell Signaling
D608R 1:2000) were used and fluorescence staining was done by anti-rabbit HRP polymer (Cell
Signaling-#8114), followed with Tyramide signal application kit (AKOYA: NEL741001KT and
NEL744001KT). Cell nuclei were counterstained and mounted with (VECTASHIELD H-2000).
Slides were scanned with Olympus VS120, image analysis with Indica lab software.

For ASO detection in macrophages, primary antibodies used are as follows: iNOS(abcam15323)
1:1000; Stat6(abcam217998) 1:2000; ASO (28D12) 1:1000; IBA1(ab178847)1:4000 with an anti-
rabbit HRP polymer (Cell Signaling-#8114) and followed with Tyramide signal application kit
(AKOYA: Fluorescein NEL741001KT TSA plus Cyanin3 NEL744001KT; TSA Plus Cyanine5
NEL745001KT and TSA biotin SAT700001EA). Cell nuclei were counterstained and mounted
with (VECTASHIELD H-2000). Slides were scanned with Olympus VS120, image analysis with
Indica lab software FISH-IF.

Major pathological responses (MPRs) are defined as tumors with less than 10% of viable tumor
remaining. For semiquantitative scoring of inflammation, histopathology of liver tumors was
detected by H&E examination and included multiple focal to coalescing nodules effacing the
healthy hepatic parenchyma. Neoplastic nodules were composed of neoplastic cells with various
degrees of malignant cellular features (anisocytosis, anisokaryosis, 1-4 nuclei, mitotic figures),
peritumoral or/and intratumoral mononuclear inflammation and tumor core necrosis. Tumor-
associated inflammation was subjectively scored by a pathologist from 0 to 3 according to the
following criteria: 0, absence of inflammatory cells associated with neoplastic nodules; 1 (mild),
peritumoral inflammation with occasional intratumoral inflammatory cells in less than 50% of
neoplastic nodules; 2 (moderate), frequent but low to high numbers of peritumoral and
intratumoral inflammatory cells mixed with neoplastic cells in most neoplastic nodules; 3 (severe)
neoplastic nodules are composed of large numbers of inflammatory cells effacing and replacing
neoplastic cells in most neoplastic nodules across the whole liver section.

Single Cell RNA Sequencing:

Tumors were dissociated using mouse tumor dissociation kit (Miltenyi Biotec) using
genleMACS (Miltenyi Biotec), according to manufacturer’s instructions. This solution was then
centrifuged in the same digestion tubes at 500g for 1 minute, resuspended in the same digestion
solution, and passed through a 70 um cell strainer, and resuspended in PBS. CD45 positive cells
were enriched from dissociated cells with EasySep™ Mouse CD45 Positive Selection Kit (Stem
Cell Technologies), according to manufacturer’s instruction. Cell suspensions were adjusted to
1000 cells/ul and were loaded 8,300 cells into the 10X Chromium Next GEM Single Cell 3’
Reagent Kit v3.1 (10x Genomics) to target 5,000 cell recovery. All subsequent steps including
GEM generation, barcoding, cDNA amplification, and 3’ gene expression library construction
were performed by following the standard manufacturer’s protocols.



10x Genomics Cell Ranger pipeline (v.1.2) was utilized to perform de-multiplexing raw base call
(BCL) files, alignment (mapped to the 10X reference for mm10), filtering, barcode counting, and
UMI counting with the default parameters (58). In addition, the cellranger aggr pipeline was
employed to combine data from multiple samples into an experiment-wide feature-barcode matrix
for further data analysis. Data analysis and visualization were performed with the Seurat package
(v.3.1.5) (59) in R (v.4.0.1) (60). In brief, cells in the digital count matrix were first filtered with
the cutoffs that both at least 200-9,000 genes were detected and the mitochondrial read rate < 10%.
Next, the remaining data matrix was normalized by the log transformation and then scaled to
10,000 transcripts per cell. Variable genes were identified with the FindVariableGenes() function
with the default parameters. Principal component analysis (PCA) was performed, and the top 20
principal components (PCs) were selected for the FindNeighbors() function. Clusters were
identified with the FindClusters() function with a clustering resolution set to 0.5. To visualize the
data set, the Uniform Manifold Approximation and Projection (UMAP) dimensional reduction
technique was utilized. Gene signatures associated with each cluster were identified using the
FindAllMarkers() function with the parameters of min.pct = 0.25 and logfc.threshold = 0.25. To
annotate the cell types, we utilized multiple canonical marker genes that have been previously
described in the literature.

These datasets are available in the National Center for Biotechnology Information Gene
Expression Omnibus (GEO) repository, accession number: GSE174068



SUPPLEMENTARY FIGURE LEGENDS

Figure S1: Characterization of WT and PTGFRN++ ex0ASO-STAT6, STAT6 ASO
specificity, and exosomes mediated preferential delivery of ASOs to macrophages.

(A) Representative cryogenic electron microscopy image of WT exosomes. (B) Representative
diameter size analysis (nm) of WT and PTGFRN++ exosomes loaded with STAT6 ASO-2039 and
ASO-2065, and unloaded WT and PTGFRN++ exosomes, as measured by Nanoparticle Tracking
Analysis (NTA). (C) Immunoblots for characterization of WT and PTGFRN++ exosomes: Total
protein (PTGFRN ~120kDa), ALIX, Syntenin-1, TSG101, CD9, CD63 and
CD81. (D) Normalized gene expression analysis by RT-qPCR of STAT6, STATI1, STAT3,
STAT4, STATSA and STATS5B in A549 cells transfected with 50 nM of STAT6 ASO-2065,
STAT6 ASO-2039 or Scramble ASO. (E) Intra-tumoral biodistribution of Cy5
labelled exoASO STAT6-2039 (WT) in the indicated immune cell populations. 1 hr post single IT
dose (4ug) of exoASO STAT6-2039 (Cy5), mean Fluorescent Intensity (MFI) of Cy5 was
measured and plotted as histograms from the tumors of Balb/c mice bearing subcutaneous CT26
tumors. (F) Reduction in protein expression of STAT6 as measured by WES in the livers of mice
from (Fig. 1H). (G) Differential uptake of pHrodo dye labeled exoASO-STAT6-2039
(PTGFRN++) in primary human monocyte derived M1 vs M2 macrophages (MDMs), over time,
as measured by quantifying the Average Object Integrated Intensity by Incucyte ZOOM
software. (H) Changes in uptake kinetics of pHrodo dye labeled exoASO-STAT6-2039
(PTGFRN++) over time in M2 and M1 MDMs, untreated, or pre-treated with either 10uM
Cytochalasin D, 10ug/mL Poly (I), or 500pug/mL Fucoidan, as measured by quantifying the
Average Object Integrated Intensity by Incucyte ZOOM software. (I) Protein expression of total
STAT6 and phosphorylated STAT6 as measured by WES, in M2 and M1 MDMs. Data are mean
+s.d. (B, D, G, H, I) and + s.e.m. (F). *P<0.05, ***P<0.001, ****P<(0.0001, ns: not significant.
Two-way ANOVA with Sidak’s multiple comparisons test (D), One-way ANOVA with
Sidak’s multiple comparisons test (F).

Figure S2: exoASO-STAT6-2039 and 2065 induce equal reduction of STAT6 expression that
leads to reprogramming of M2 macrophages.

(A) Normalized gene expression analysis by RT-qPCR of similarity of STAT6 mRNA knockdown
efficiency in M2 MDMs treated for 48h with either exoASO STAT6-2039
(WT), exoASO STAT6-2039 (PTGFRN++), or exoASO Scramble. (B) Normalized gene
expression analysis by RT-qPCR of changes in STAT6 mRNA expression in M2 MDMs treated
over the course of 7 days with exoASO STAT6-2065 (PTGFRN++), Free STAT6 ASO-2065,
or exoASO Scramble. Each line represents a separate dose, and STAT6 mRNA expression was
analyzed at 1, 2-, 3-, 5- and 7-days post treatment. (C) Reduction in protein expression of STAT6
as measured by WES, in M2 MDMs treated over the course of 14 days, treated with 2.5uM of
either exoASO STAT6-2065 (PTGFRN++), Free STAT6 ASO-2065, or exoASO Scramble,
normalized to housekeeping gene Beta Actin. (D) Heap maps of modulation of genes from M1
and M2 signature analysis from Martinez et al (3/), from Nanostring data from (Fig.
2D). (E) Expression and modulation of STAT3, STAT1, STAT4, STATS5a and STATSb from
nanostring gene expression analysis from (Fig. 2D). (F) Cytokine analysis depicting modulation
of IL12p40 using a multiplex flow cytometry assay, of M2 MDMs treated for 48h (24h with LPS)
with either exoASO STAT6-2039 (WT), Free STAT6 ASO-2039, or exoASO Scramble. One
representative donor of four is shown. (G) Cytokine analysis depicting fold change modulation of



compounds vs untreated control, of IL12p40, TNFa, CCL17, IL23 and IL1B using a multiplex
flow cytometry assay, in M2 MDMs treated for 48h (24h with LPS) with 2.5uM of
either exoASO STAT6-2039 (WT), Free STAT6 ASO-2039, or exoASO Scramble. Fold change
is calculated across 4 donors. (H) Normalized gene expression analysis by RT-qPCR of changes
in STAT6 and CDI163 mRNA expression in M2 MDMs treated for 48h with
either exoASO STAT6-2065 (WT), exoASO STAT6-2039 (WT), or exoASO Scramble. One
representative donor of 2 graphically presented. IC50 values across 2 donors for STAT6 and
CD163 shown. (I) Cytokine analysis depicting fold change modulation of compounds vs
untreated control, of IL12p40, TNFa, IL23 and IL1P using a multiplex flow cytometry assay, in
M2 MDMs treated for 48h (24h with LPS) with 2.5 puM of either exoASO STAT6-2039
(WT), exoASO STAT6-2065 (WT), or exoASO Scramble. Fold change is calculated across 3
donors. Data are mean =+ s.d. *P<0.05, ***P<0.001, ****P<(0.0001. One-way ANOVA with
Tukey’s multiple comparisons test (E, F).

Figure S3: exoASO-STAT6 treatment results in a potent monotherapy anti-tumor response
in CT26.

(A) Individual mice tumor growth volumes of Balb/C mice bearing subcutaneous CT26 tumors,
injected intratumorally (TIW) with PBS, exoASO Scramble (4 ng), Free STAT6 ASO-2039 (4
ng), exoASO STAT6-2039 (WT) (4pg), intra peritoneally (BIW) with anti-PD-1 monoclonal
antibody (10 mg/kg) and anti-CSFI1R (15 mg/kg), and a combination of exoASO STAT6-2039
(WT) (4 pg) or Free STAT6 ASO-2039 (4pg) with anti-PD-1 monoclonal antibody (10 mg/kg),
n=10 mice per group, data from (Fig. 3A). (B) Tumor growth volumes of Balb/C mice bearing
subcutaneous CT26 tumors, injected intratumorally or intravenously (TIW) with
PBS, exoASO Scramble (12 pg), and exoASO STAT6-2039 (PTGFRN++) (12 pg), n=9 mice per
group. (C) Tumor growth rates from data in (B) and flow cytometry analysis of the comparison of
% Cy5 positive (exoASO administered only) TAMS within CT26 tumors, 1 hour post single IT (4
ng) or IV (8 ng) dose of Cy5 labelled exoASO STAT6-2039 (WT). (D) Tumor growth volumes
of Balb/C mice bearing subcutaneous CT26 tumors, injected intratumorally with PBS (TIW,
2wk), exoASO STAT6-2039  (PTGFRN++)  (6ug) (BIW, 3wk) or (TIW, 2wk)
or exoASO Scramble (6pug) (TIW, 2wk), n=10 mice per group. (E) Tumor growth rates from data
in (D). (F) Normalized gene expression analysis by RT-qPCR of changes in Sfat6 mRNA
expression over time (1 day-7days), from CD11b-enriched fractions of CT26 tumors injected once
intratumorally with either exoASO Scramble or exoASO STAT6-2039 (PTGFRN++) (6ug). Each
timepoint is normalized to exoASO Scramble for that respective timepoint. Only
one exoASO Scramble timepoint shown for graphical purpose. (G) Tumor growth rates from data
in (Fig. 3D). (H) Confirmation of CD8 and CD4 T cell depletion from (Fig. 3F) by flow
cytometry. (I) Tumor growth volumes of Balb/C mice bearing subcutaneous CT26 tumors,
injected intratumorally (TIW, 2 weeks) with PBS, exoASO Scramble (4ug) or 1E11 WT or
PTGFRN++ exoASO STAT6-2039 (5.9 npg and 3.4 pg respectively). Data are mean
+ s.e.m. ¥*P<0.05, **P<0.01, ***P<0.001, ****P<0.0001. One-way ANOVA with Tukey’s
multiple comparisons test (C, E, G, H), Unpaired two-tailed student’s t test (C). CR: complete
response, ns: not significant.

Figure S4: Effective reprogramming of the tumor microenvironment by exoASO-STAT6 in
CT26.



(A) Flow cytometry analysis from (Fig 4A-E) from pre and post CD11b enriched tumor fractions,
showing confirmation and quantification of CD11b enrichment from tumors. (B) Flow cytometry
analysis of % of macrophages within CD45+ cells or total live cells, % T cells within total live
cells and % CDS8 T cells within total live cells, from (Fig. 4F). (C) tSNE plots from scRNA seq
data from (Fig. 4G), of intra tumoral cells from exoASO Scramble or exoASO STAT6 group, to
identify individual immune cell populations. (D) Quantification of individual immune cell
populations from (C), as depicted by proportion (percentage) of individual cell population over
total number of cells. (E) Violin plots of the expression of Gzmb, Lag3, 1d2 and Il7r from the CD8
T cell populations from scRNA seq data in (Fig. 4G). Data are mean + s.e.m. *P<0.05, **P<0.01,
*#%P<0.001. Unpaired two-tailed student’s t test (E).

Figure S5: Potent target gene knockdown and anti-tumor response by systemic
administration of exoASO-STAT6.

(A) Representative H&E sections of Hepal-6 tumors from (Fig. SA-J), showing quantification of
tumor cells by Halo Imaging Analysis Platform. (B) H&E stained sections of livers from (Fig 5.
A-J), showing infiltration of immune cells in the non-responder mice that were treated
with exoASO STAT6-2039 (PTGFRN++). (C) Percentage (%) of tumor cells as calculated by
Halo Imaging Analysis Platform from H&E stained sections of livers of C57B1/6 mice bearing
orthotopic Hepal-6 tumors in the liver, injected intravenously with exoASO-Scramble (12 ug)
(TIW, 2wk) or exoASO-STAT6-2039 (PTGFRN++) (12 pg) (TIW, 2wk), or anti-PD1 (10 mg/kg)
(BIW), or a combination of exoASO-STAT6-2039 (PTGFRN++) (12ug) (TIW, 2wk) and anti-
PDI (10 mg/kg) (BIW) . Representative gross images of whole Hepal-6 tumor livers of the listed
groups at study end point are shown. (D) Representative H&E stained sections of Hepal-6 tumors
from (C). (E) Histopathological scoring and analysis of intra-tumoral inflammation from H&E
stained sections of Hepal-6 tumors from (C). (F) Representative images and quantification of
STAT6 expression in whole tumor, from Hepal-6 tumor bearing animals from (Fig. SA-J),
quantification was performed using Halo Imaging Analysis Platform. (G) Heat map depicting
modulation of pathway scores of data in (Fig. S5E)as calculated by nSolver Analysis
Software. (H) Pathway score analysis of data in (Fig. SE) as calculated by nSolver Analysis
Software, of Interferon Signaling. (I) Changes in body weight over time for all groups from
Hepal-6 tumor bearing animals from (Fig. SA-J). Sham mice underwent the same inoculation
procedures as experimental mice and were used as no-tumor controls. (J) Quantification of serum
liver enzyme levels of aspartate aminotransferase (AST) and alanine aminotransferase (AST) at
study end point from Hepal-6 tumor bearing animals from (Fig 5A-J). TIW: 3x a week, BIW: 2x
a week. Data are mean =+s.e.m. *P<(0.05, **P<0.01, ***P<0.001, ****P<(0.0001. One-way
ANOVA with Dunnett’s multiple comparisons test (C), One-way ANOVA with Tukey’s multiple
comparisons test (F, H).

Figure S6: STAT6 gene signature correlates with poor disease prognosis in HCC.

(A) Box plot of the relative expression of the STAT6 gene signature across TCGA indications.
(B) Kaplan-Meier curves of overall survival (OS) probability in bladder cancer, ovarian cancer,
stomach adenocarcinoma, sarcoma and renal cell carcinoma (RCC), based on analysis of patients
with high or low STAT6 macrophage gene signature. Results were generated using Kaplan-Meier



Plotter, log-rank Mantel-Cox test. (C) Kaplan-Meier curves of overall survival (OS) probability in
HCC, based on analysis of patients with high or low STAT6 macrophage gene signature. Patient
population was segregated into CD8 T cell enriched and non-enriched analysis based on cellular
content. Results were generated using Kaplan-Meier Plotter, log-rank Mantel-Cox
test. (D) Kaplan-Meier curves of overall survival (OS) probability in HCC, based on analysis of
patients with high or low IL4 expression. Patient population was segregated into CD8 T cell non-
enriched and macrophage enriched analysis, based on cellular content. Results were generated
using Kaplan-Meier Plotter, log-rank Mantel-Cox test.
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17AugmRNA_Results

		Block Type		384-Well Block

		Calibration Background is expired 		No

		Calibration Background performed on		12-04-2020

		Calibration Pure Dye ABY is expired		No

		Calibration Pure Dye ABY performed on		12-04-2020

		Calibration Pure Dye CY5 is expired		No

		Calibration Pure Dye CY5 performed on		12-04-2020

		Calibration Pure Dye FAM is expired		No

		Calibration Pure Dye FAM performed on		12-04-2020

		Calibration Pure Dye JUN is expired		No

		Calibration Pure Dye JUN performed on		12-04-2020

		Calibration Pure Dye MUSTANG PURPLE is expired		No

		Calibration Pure Dye MUSTANG PURPLE performed on		12-04-2020

		Calibration Pure Dye NED is expired		No

		Calibration Pure Dye NED performed on		12-04-2020

		Calibration Pure Dye ROX is expired		No

		Calibration Pure Dye ROX performed on		12-04-2020

		Calibration Pure Dye SYBR is expired		No

		Calibration Pure Dye SYBR performed on		12-04-2020

		Calibration Pure Dye TAMRA is expired		No

		Calibration Pure Dye TAMRA performed on		12-04-2020

		Calibration Pure Dye VIC is expired		No

		Calibration Pure Dye VIC performed on		12-04-2020

		Calibration ROI is expired 		No

		Calibration ROI performed on		12-04-2020

		Calibration Uniformity is expired 		No

		Calibration Uniformity performed on		12-04-2020

		Chemistry		TAQMAN

		Date Created		2021-08-23 17:23:40 PM EDT

		Experiment Barcode

		Experiment Comment

		Experiment File Name		P:\R & D\09 Experimental Data\Charan\qPCR\20210817M2M1Mac.eds

		Experiment Name		Comparative-Ct-TaqMan

		Experiment Run End Time		2021-08-17 20:07:00 PM EDT

		Experiment Type		Comparative Cт (ΔΔCт) 

		Instrument Name		      272532353

		Instrument Serial Number		272532353

		Instrument Type		QuantStudio™ 5 System

		Passive Reference		ROX

		Post-read Stage/Step		

		Pre-read Stage/Step		

		Quantification Cycle Method		Ct

		Signal Smoothing On		true

		Stage where Melt Analysis is performed		Stage3

		Stage/ Cycle where Ct Analysis is performed		Stage2, Step2

		User Name

		Well		Well Position		Sample Name		Target Name		RQ		RQ Min		RQ Max		CT		Ct Mean		Ct SD		Delta Ct		Delta Ct Mean		Delta Ct SD		Delta Ct SE		Delta Delta Ct

		1		A1		Sample 1		RPS13								30.921		30.849		0.099										

		1		A1		Sample 1		STAT6		1.000		0.844		1.184		33.461		33.385		0.327		2.539		2.536		0.244		0.141		0.000

		2		A2		Sample 1		RPS13								30.736		30.849		0.099										

		2		A2		Sample 1		STAT6		1.000		0.844		1.184		33.026		33.385		0.327		2.291		2.536		0.244		0.141		0.000

		3		A3		Sample 1		RPS13								30.889		30.849		0.099										

		3		A3		Sample 1		STAT6		1.000		0.844		1.184		33.668		33.385		0.327		2.779		2.536		0.244		0.141		0.000

		4		A4		Sample 2		RPS13								31.067		31.023		0.039										

		4		A4		Sample 2		STAT6		1.644		1.365		1.979		33.036		32.842		0.282		1.970		1.819		0.268		0.155		-0.717

		5		A5		Sample 2		RPS13								31.009		31.023		0.039										

		5		A5		Sample 2		STAT6		1.644		1.365		1.979		32.519		32.842		0.282		1.510		1.819		0.268		0.155		-0.717

		6		A6		Sample 2		RPS13								30.994		31.023		0.039										

		6		A6		Sample 2		STAT6		1.644		1.365		1.979		32.972		32.842		0.282		1.979		1.819		0.268		0.155		-0.717

		7		A7		Sample 3		RPS13								31.297		31.179		0.125										

		7		A7		Sample 3		STAT6		0.277		0.156		0.491		36.615		35.569		0.947		5.318		4.390		0.829		0.479		1.854

		8		A8		Sample 3		RPS13								31.192		31.179		0.125										

		8		A8		Sample 3		STAT6		0.277		0.156		0.491		35.325		35.569		0.947		4.133		4.390		0.829		0.479		1.854

		9		A9		Sample 3		RPS13								31.048		31.179		0.125										

		9		A9		Sample 3		STAT6		0.277		0.156		0.491		34.768		35.569		0.947		3.720		4.390		0.829		0.479		1.854

		10		A10		Sample 4		RPS13								31.064		30.952		0.135										

		10		A10		Sample 4		STAT6		0.951		0.365		2.479		32.696		33.635		1.329		1.632		2.609		1.382		0.977		0.072

		11		A11		Sample 4		RPS13								30.989		30.952		0.135										

		11		A11		Sample 4		STAT6		0.951		0.365		2.479		34.575		33.635		1.329		3.586		2.609		1.382		0.977		0.072

		12		A12		Sample 4		RPS13								30.801		30.952		0.135										

		12		A12		Sample 4		STAT6								Undetermined		33.635		1.329										

		13		A13		Sample 5		RPS13								30.850		31.091		0.214										

		13		A13		Sample 5		STAT6		1.365		0.896		2.079		32.508		33.095		0.830		1.658		2.088		0.608		0.430		-0.448

		14		A14		Sample 5		RPS13								31.260		31.091		0.214										

		14		A14		Sample 5		STAT6								Undetermined		33.095		0.830										

		15		A15		Sample 5		RPS13								31.164		31.091		0.214										

		15		A15		Sample 5		STAT6		1.365		0.896		2.079		33.682		33.095		0.830		2.517		2.088		0.608		0.430		-0.448

		16		A16		Sample 6		RPS13								30.710		30.911		0.195										

		16		A16		Sample 6		STAT6		0.624		0.518		0.752		34.198		34.127		0.074		3.488		3.216		0.269		0.155		0.680

		17		A17		Sample 6		RPS13								30.925		30.911		0.195										

		17		A17		Sample 6		STAT6		0.624		0.518		0.752		34.134		34.127		0.074		3.209		3.216		0.269		0.155		0.680

		18		A18		Sample 6		RPS13								31.099		30.911		0.195										

		18		A18		Sample 6		STAT6		0.624		0.518		0.752		34.050		34.127		0.074		2.951		3.216		0.269		0.155		0.680

		25		B1		Sample 7		CEBPb								35.644		34.934		0.628		6.665								

		25		B1		Sample 7		RPS13								28.980		28.915		0.266										

		26		B2		Sample 7		CEBPb								34.704		34.934		0.628		6.081								

		26		B2		Sample 7		RPS13								28.623		28.915		0.266										

		27		B3		Sample 7		CEBPb								34.453		34.934		0.628		5.310								

		27		B3		Sample 7		RPS13								29.142		28.915		0.266										

		28		B4		Sample 8		CEBPb								34.709		34.317		0.480		5.071								

		28		B4		Sample 8		RPS13								29.638		29.764		0.182										

		29		B5		Sample 8		CEBPb								33.782		34.317		0.480		3.809								

		29		B5		Sample 8		RPS13								29.972		29.764		0.182										

		30		B6		Sample 8		CEBPb								34.459		34.317		0.480		4.776								

		30		B6		Sample 8		RPS13								29.683		29.764		0.182										

		31		B7		Sample 9		CEBPb								35.681		35.035		0.579		5.434								

		31		B7		Sample 9		RPS13								30.247		30.117		0.157										

		32		B8		Sample 9		CEBPb								34.858		35.035		0.579		4.915								

		32		B8		Sample 9		RPS13								29.943		30.117		0.157										

		33		B9		Sample 9		CEBPb								34.565		35.035		0.579		4.404								

		33		B9		Sample 9		RPS13								30.160		30.117		0.157										

		34		B10		Sample 10		CEBPb								32.892		33.771		1.243		2.946								

		34		B10		Sample 10		RPS13								29.946		29.925		0.102										

		35		B11		Sample 10		CEBPb								34.650		33.771		1.243		4.836								

		35		B11		Sample 10		RPS13								29.814		29.925		0.102										

		36		B12		Sample 10		CEBPb								Undetermined		33.771		1.243										

		36		B12		Sample 10		RPS13								30.015		29.925		0.102										

		37		B13		Sample 11		CEBPb								34.222		33.969		0.357		3.939								

		37		B13		Sample 11		RPS13								30.283		30.144		0.328										

		38		B14		Sample 11		CEBPb								Undetermined		33.969		0.357										

		38		B14		Sample 11		RPS13								29.769		30.144		0.328										

		39		B15		Sample 11		CEBPb								33.717		33.969		0.357		3.337								

		39		B15		Sample 11		RPS13								30.380		30.144		0.328										

		40		B16		Sample 12		CEBPb								33.626		33.387		0.367		3.454								

		40		B16		Sample 12		RPS13								30.171		29.991		0.156										

		41		B17		Sample 12		CEBPb								33.571		33.387		0.367		3.670								

		41		B17		Sample 12		RPS13								29.901		29.991		0.156										

		42		B18		Sample 12		CEBPb								32.965		33.387		0.367		3.063								

		42		B18		Sample 12		RPS13								29.902		29.991		0.156										

		49		C1		Sample 13		PPARg								32.543		32.446		0.137		2.633								

		49		C1		Sample 13		RPS13								29.910		29.849		0.089										

		50		C2		Sample 13		PPARg								32.505		32.446		0.137		2.615								

		50		C2		Sample 13		RPS13								29.890		29.849		0.089										

		51		C3		Sample 13		PPARg								32.289		32.446		0.137		2.543								

		51		C3		Sample 13		RPS13								29.746		29.849		0.089										

		52		C4		Sample 14		PPARg								32.504		32.792		0.251		2.808								

		52		C4		Sample 14		RPS13								29.696		29.845		0.130										

		53		C5		Sample 14		PPARg								32.955		32.792		0.251		3.043								

		53		C5		Sample 14		RPS13								29.912		29.845		0.130										

		54		C6		Sample 14		PPARg								32.919		32.792		0.251		2.991								

		54		C6		Sample 14		RPS13								29.928		29.845		0.130										

		55		C7		Sample 15		PPARg								33.701		33.620		0.131		3.731								

		55		C7		Sample 15		RPS13								29.969		29.920		0.152										

		56		C8		Sample 15		PPARg								33.469		33.620		0.131		3.719								

		56		C8		Sample 15		RPS13								29.750		29.920		0.152										

		57		C9		Sample 15		PPARg								33.691		33.620		0.131		3.650								

		57		C9		Sample 15		RPS13								30.041		29.920		0.152										

		58		C10		Sample 16		PPARg								30.628		32.314		1.670		1.602								

		58		C10		Sample 16		RPS13								29.026		29.573		0.477										

		59		C11		Sample 16		PPARg								32.348		32.314		1.670		2.441								

		59		C11		Sample 16		RPS13								29.907		29.573		0.477										

		60		C12		Sample 16		PPARg								33.967		32.314		1.670		4.182								

		60		C12		Sample 16		RPS13								29.785		29.573		0.477										

		61		C13		Sample 17		PPARg								32.937		33.405		0.718		3.056								

		61		C13		Sample 17		RPS13								29.881		29.849		0.236										

		62		C14		Sample 17		PPARg								34.232		33.405		0.718		4.633								

		62		C14		Sample 17		RPS13								29.599		29.849		0.236										

		63		C15		Sample 17		PPARg								33.045		33.405		0.718		2.978								

		63		C15		Sample 17		RPS13								30.068		29.849		0.236										

		64		C16		Sample 18		PPARg								32.553		32.901		0.415		2.509								

		64		C16		Sample 18		RPS13								30.045		29.976		0.069										

		65		C17		Sample 18		PPARg								32.788		32.901		0.415		2.811								

		65		C17		Sample 18		RPS13								29.976		29.976		0.069										

		66		C18		Sample 18		PPARg								33.361		32.901		0.415		3.454								

		66		C18		Sample 18		RPS13								29.907		29.976		0.069										

		73		D1		Sample 19		IRF5								27.629		27.670		0.074		-1.953								

		73		D1		Sample 19		RPS13								29.582		29.815		0.202										

		74		D2		Sample 19		IRF5								27.626		27.670		0.074		-2.320								

		74		D2		Sample 19		RPS13								29.946		29.815		0.202										

		75		D3		Sample 19		IRF5								27.756		27.670		0.074		-2.161								

		75		D3		Sample 19		RPS13								29.917		29.815		0.202										

		76		D4		Sample 20		IRF5								31.717		31.708		0.012		1.662								

		76		D4		Sample 20		RPS13								30.055		30.104		0.187										

		77		D5		Sample 20		IRF5								31.713		31.708		0.012		1.767								

		77		D5		Sample 20		RPS13								29.946		30.104		0.187										

		78		D6		Sample 20		IRF5								31.695		31.708		0.012		1.385								

		78		D6		Sample 20		RPS13								30.310		30.104		0.187										

		79		D7		Sample 21		IRF5								29.963		29.506		0.397		-0.432								

		79		D7		Sample 21		RPS13								30.395		30.204		0.187										

		80		D8		Sample 21		IRF5								29.247		29.506		0.397		-0.775								

		80		D8		Sample 21		RPS13								30.021		30.204		0.187										

		81		D9		Sample 21		IRF5								29.309		29.506		0.397		-0.886								

		81		D9		Sample 21		RPS13								30.195		30.204		0.187										

		82		D10		Sample 22		IRF5								28.243		29.466		1.729		-1.807								

		82		D10		Sample 22		RPS13								30.050		30.044		0.155										

		83		D11		Sample 22		IRF5								30.689		29.466		1.729		0.493								

		83		D11		Sample 22		RPS13								30.195		30.044		0.155										

		84		D12		Sample 22		IRF5								Undetermined		29.466		1.729										

		84		D12		Sample 22		RPS13								29.886		30.044		0.155										

		85		D13		Sample 23		IRF5								28.111		28.230		0.168		-1.978								

		85		D13		Sample 23		RPS13								30.089		30.228		0.135										

		86		D14		Sample 23		IRF5								Undetermined		28.230		0.168										

		86		D14		Sample 23		RPS13								30.359		30.228		0.135										

		87		D15		Sample 23		IRF5								28.349		28.230		0.168		-1.886								

		87		D15		Sample 23		RPS13								30.235		30.228		0.135										

		88		D16		Sample 24		IRF5								32.364		32.256		0.188		2.160								

		88		D16		Sample 24		RPS13								30.204		30.252		0.079										

		89		D17		Sample 24		IRF5								32.365		32.256		0.188		2.154								

		89		D17		Sample 24		RPS13								30.210		30.252		0.079										

		90		D18		Sample 24		IRF5								32.038		32.256		0.188		1.695								

		90		D18		Sample 24		RPS13								30.344		30.252		0.079										

		97		E1		Sample 25		CD163								34.000		33.567		0.581		3.679								

		97		E1		Sample 25		RPS13								30.321		30.371		0.091										

		98		E2		Sample 25		CD163								32.907		33.567		0.581		2.591								

		98		E2		Sample 25		RPS13								30.316		30.371		0.091										

		99		E3		Sample 25		CD163								33.796		33.567		0.581		3.320								

		99		E3		Sample 25		RPS13								30.476		30.371		0.091										

		100		E4		Sample 26		CD163								35.396		35.751		0.496		5.102								

		100		E4		Sample 26		RPS13								30.294		30.604		0.291										

		101		E5		Sample 26		CD163								35.540		35.751		0.496		4.668								

		101		E5		Sample 26		RPS13								30.871		30.604		0.291										

		102		E6		Sample 26		CD163								36.317		35.751		0.496		5.671								

		102		E6		Sample 26		RPS13								30.646		30.604		0.291										

		103		E7		Sample 27		CD163								Undetermined		35.117		0.297										

		103		E7		Sample 27		RPS13								30.800		30.867		0.059										

		104		E8		Sample 27		CD163								34.906		35.117		0.297		4.000								

		104		E8		Sample 27		RPS13								30.906		30.867		0.059										

		105		E9		Sample 27		CD163								35.327		35.117		0.297		4.430								

		105		E9		Sample 27		RPS13								30.897		30.867		0.059										

		106		E10		Sample 28		CD163								33.966		34.746		1.103		3.585								

		106		E10		Sample 28		RPS13								30.381		30.585		0.335										

		107		E11		Sample 28		CD163								35.526		34.746		1.103		4.555								

		107		E11		Sample 28		RPS13								30.972		30.585		0.335										

		108		E12		Sample 28		CD163								Undetermined		34.746		1.103										

		108		E12		Sample 28		RPS13								30.403		30.585		0.335										

		109		E13		Sample 29		CD163								33.743		33.662		0.115		2.784								

		109		E13		Sample 29		RPS13								30.959		30.929		0.030										

		110		E14		Sample 29		CD163								Undetermined		33.662		0.115										

		110		E14		Sample 29		RPS13								30.899		30.929		0.030										

		111		E15		Sample 29		CD163								33.580		33.662		0.115		2.651								

		111		E15		Sample 29		RPS13								30.929		30.929		0.030										

		112		E16		Sample 30		CD163								34.647		35.122		0.463		3.767								

		112		E16		Sample 30		RPS13								30.880		30.896		0.092										

		113		E17		Sample 30		CD163								35.572		35.122		0.463		4.758								

		113		E17		Sample 30		RPS13								30.814		30.896		0.092										

		114		E18		Sample 30		CD163								35.147		35.122		0.463		4.152								

		114		E18		Sample 30		RPS13								30.995		30.896		0.092										

		121		F1		Sample 31		IL-10								31.783		31.864		0.138		1.868								

		121		F1		Sample 31		RPS13								29.916		30.020		0.175										

		122		F2		Sample 31		IL-10								31.785		31.864		0.138		1.563								

		122		F2		Sample 31		RPS13								30.222		30.020		0.175										

		123		F3		Sample 31		IL-10								32.023		31.864		0.138		2.102								

		123		F3		Sample 31		RPS13								29.921		30.020		0.175										

		124		F4		Sample 32		IL-10								29.951		30.054		0.137		-1.016								

		124		F4		Sample 32		RPS13								30.967		31.007		0.044										

		125		F5		Sample 32		IL-10								30.002		30.054		0.137		-1.053								

		125		F5		Sample 32		RPS13								31.055		31.007		0.044										

		126		F6		Sample 32		IL-10								30.209		30.054		0.137		-0.791								

		126		F6		Sample 32		RPS13								31.000		31.007		0.044										

		127		F7		Sample 33		IL-10								33.757		33.327		0.385		2.644								

		127		F7		Sample 33		RPS13								31.113		31.043		0.243										

		128		F8		Sample 33		IL-10								33.012		33.327		0.385		1.768								

		128		F8		Sample 33		RPS13								31.243		31.043		0.243										

		129		F9		Sample 33		IL-10								33.213		33.327		0.385		2.441								

		129		F9		Sample 33		RPS13								30.773		31.043		0.243										

		130		F10		Sample 34		IL-10								26.710		27.775		1.505		-4.416								

		130		F10		Sample 34		RPS13								31.126		31.114		0.041										

		131		F11		Sample 34		IL-10								28.839		27.775		1.505		-2.309								

		131		F11		Sample 34		RPS13								31.148		31.114		0.041										

		132		F12		Sample 34		IL-10								Undetermined		27.775		1.505										

		132		F12		Sample 34		RPS13								31.068		31.114		0.041										

		133		F13		Sample 35		IL-10								31.940		32.112		0.242		0.962								

		133		F13		Sample 35		RPS13								30.978		30.952		0.087										

		134		F14		Sample 35		IL-10								Undetermined		32.112		0.242										

		134		F14		Sample 35		RPS13								30.855		30.952		0.087										

		135		F15		Sample 35		IL-10								32.283		32.112		0.242		1.260								

		135		F15		Sample 35		RPS13								31.024		30.952		0.087										

		136		F16		Sample 36		IL-10								30.517		30.256		0.563		-0.603								

		136		F16		Sample 36		RPS13								31.119		31.108		0.130										

		137		F17		Sample 36		IL-10								30.641		30.256		0.563		-0.331								

		137		F17		Sample 36		RPS13								30.973		31.108		0.130										

		138		F18		Sample 36		IL-10								29.609		30.256		0.563		-1.624								

		138		F18		Sample 36		RPS13								31.233		31.108		0.130										

		145		G1		Sample 37		RPS13								29.825		29.733		0.079										

		145		G1		Sample 37		TGFb1								Undetermined														

		146		G2		Sample 37		RPS13								29.688		29.733		0.079										

		146		G2		Sample 37		TGFb1								Undetermined														

		147		G3		Sample 37		RPS13								29.687		29.733		0.079										

		147		G3		Sample 37		TGFb1								Undetermined														

		148		G4		Sample 38		RPS13								30.800		30.623		0.234										

		148		G4		Sample 38		TGFb1								Undetermined														

		149		G5		Sample 38		RPS13								30.712		30.623		0.234										

		149		G5		Sample 38		TGFb1								Undetermined														

		150		G6		Sample 38		RPS13								30.358		30.623		0.234										

		150		G6		Sample 38		TGFb1								Undetermined														

		151		G7		Sample 39		RPS13								30.624		30.815		0.177										

		151		G7		Sample 39		TGFb1								Undetermined														

		152		G8		Sample 39		RPS13								30.848		30.815		0.177										

		152		G8		Sample 39		TGFb1								Undetermined														

		153		G9		Sample 39		RPS13								30.972		30.815		0.177										

		153		G9		Sample 39		TGFb1								Undetermined														

		154		G10		Sample 40		RPS13								30.520		30.562		0.102										

		154		G10		Sample 40		TGFb1								Undetermined														

		155		G11		Sample 40		RPS13								30.678		30.562		0.102										

		155		G11		Sample 40		TGFb1								Undetermined														

		156		G12		Sample 40		RPS13								30.488		30.562		0.102										

		156		G12		Sample 40		TGFb1								Undetermined														

		157		G13		Sample 41		RPS13								30.749		30.601		0.197										

		157		G13		Sample 41		TGFb1								Undetermined														

		158		G14		Sample 41		RPS13								30.377		30.601		0.197										

		158		G14		Sample 41		TGFb1								Undetermined														

		159		G15		Sample 41		RPS13								30.677		30.601		0.197										

		159		G15		Sample 41		TGFb1								Undetermined														

		160		G16		Sample 42		RPS13								30.809		30.760		0.096										

		160		G16		Sample 42		TGFb1								Undetermined														

		161		G17		Sample 42		RPS13								30.649		30.760		0.096										

		161		G17		Sample 42		TGFb1								Undetermined														

		162		G18		Sample 42		RPS13								30.822		30.760		0.096										

		162		G18		Sample 42		TGFb1								Undetermined														

		169		H1		Sample 43		NOS2								Undetermined														

		169		H1		Sample 43		RPS13								31.165		31.223		0.124										

		170		H2		Sample 43		NOS2								Undetermined														

		170		H2		Sample 43		RPS13								31.139		31.223		0.124										

		171		H3		Sample 43		NOS2								Undetermined														

		171		H3		Sample 43		RPS13								31.365		31.223		0.124										

		172		H4		Sample 44		NOS2								35.957		35.682		0.243		4.998								

		172		H4		Sample 44		RPS13								30.959		30.910		0.045										

		173		H5		Sample 44		NOS2								35.497		35.682		0.243		4.625								

		173		H5		Sample 44		RPS13								30.871		30.910		0.045										

		174		H6		Sample 44		NOS2								35.591		35.682		0.243		4.691								

		174		H6		Sample 44		RPS13								30.900		30.910		0.045										

		175		H7		Sample 45		NOS2								38.987		35.000		3.766		7.800								

		175		H7		Sample 45		RPS13								31.188		31.043		0.229										

		176		H8		Sample 45		NOS2								Undetermined		35.000		3.766										

		176		H8		Sample 45		RPS13								30.998		31.043		0.229										

		177		H9		Sample 45		NOS2								Undetermined		35.000		3.766										

		177		H9		Sample 45		RPS13								30.989		31.043		0.229										

		178		H10		Sample 45		NOS2								31.503		35.000		3.766		0.732								

		178		H10		Sample 45		RPS13								30.771		31.043		0.229										

		179		H11		Sample 45		NOS2								34.509		35.000		3.766		3.090								

		179		H11		Sample 45		RPS13								31.418		31.043		0.229										

		180		H12		Sample 45		NOS2								Undetermined		35.000		3.766										

		180		H12		Sample 45		RPS13								30.895		31.043		0.229										

		181		H13		Sample 47		NOS2								Undetermined														

		181		H13		Sample 47		RPS13								31.103		31.026		0.132										

		182		H14		Sample 47		NOS2								Undetermined														

		182		H14		Sample 47		RPS13								30.873		31.026		0.132										

		183		H15		Sample 47		NOS2								Undetermined														

		183		H15		Sample 47		RPS13								31.102		31.026		0.132										

		184		H16		Sample 48		NOS2								34.193		34.882		0.645		3.171								

		184		H16		Sample 48		RPS13								31.022		31.105		0.145										

		185		H17		Sample 48		NOS2								35.471		34.882		0.645		4.198								

		185		H17		Sample 48		RPS13								31.273		31.105		0.145										

		186		H18		Sample 48		NOS2								34.982		34.882		0.645		3.961								

		186		H18		Sample 48		RPS13								31.021		31.105		0.145										

		193		I1		Sample 49		IL-6								Undetermined														

		193		I1		Sample 49		RPS13								30.680		30.827		0.272										

		194		I2		Sample 49		IL-6								Undetermined														

		194		I2		Sample 49		RPS13								31.140		30.827		0.272										

		195		I3		Sample 49		IL-6								Undetermined														

		195		I3		Sample 49		RPS13								30.660		30.827		0.272										

		196		I4		Sample 50		IL-6								Undetermined														

		196		I4		Sample 50		RPS13								30.787		30.758		0.324										

		197		I5		Sample 50		IL-6								Undetermined														

		197		I5		Sample 50		RPS13								31.067		30.758		0.324										

		198		I6		Sample 50		IL-6								Undetermined														

		198		I6		Sample 50		RPS13								30.421		30.758		0.324										

		199		I7		Sample 51		IL-6								Undetermined														

		199		I7		Sample 51		RPS13								31.097		30.680		0.581										

		200		I8		Sample 51		IL-6								Undetermined														

		200		I8		Sample 51		RPS13								30.927		30.680		0.581										

		201		I9		Sample 51		IL-6								Undetermined														

		201		I9		Sample 51		RPS13								30.016		30.680		0.581										

		202		I10		Sample 52		IL-6								Undetermined														

		202		I10		Sample 52		RPS13								30.659		30.765		0.107										

		203		I11		Sample 52		IL-6								Undetermined														

		203		I11		Sample 52		RPS13								30.764		30.765		0.107										

		204		I12		Sample 52		IL-6								Undetermined														

		204		I12		Sample 52		RPS13								30.873		30.765		0.107										

		205		I13		Sample 53		IL-6								Undetermined														

		205		I13		Sample 53		RPS13								31.140		30.990		0.186										

		206		I14		Sample 53		IL-6								Undetermined														

		206		I14		Sample 53		RPS13								30.783		30.990		0.186										

		207		I15		Sample 53		IL-6								Undetermined														

		207		I15		Sample 53		RPS13								31.048		30.990		0.186										

		208		I16		Sample 54		IL-6								Undetermined														

		208		I16		Sample 54		RPS13								30.856		30.985		0.167										

		209		I17		Sample 54		IL-6								Undetermined														

		209		I17		Sample 54		RPS13								31.174		30.985		0.167										

		210		I18		Sample 54		IL-6								Undetermined														

		210		I18		Sample 54		RPS13								30.926		30.985		0.167										

		217		J1		Sample 55		IL-23A								Undetermined														

		217		J1		Sample 55		RPS13								30.174		33.096		4.132										

		218		J2		Sample 55		IL-23A								Undetermined														

		218		J2		Sample 55		RPS13								Undetermined		33.096		4.132										

		219		J3		Sample 55		IL-23A								Undetermined														

		219		J3		Sample 55		RPS13								36.018		33.096		4.132										

		220		J4		Sample 56		IL-23A								Undetermined														

		220		J4		Sample 56		RPS13								Undetermined		30.314		0.075										

		221		J5		Sample 56		IL-23A								Undetermined														

		221		J5		Sample 56		RPS13								30.367		30.314		0.075										

		222		J6		Sample 56		IL-23A								Undetermined														

		222		J6		Sample 56		RPS13								30.261		30.314		0.075										

		223		J7		Sample 57		IL-23A								Undetermined														

		223		J7		Sample 57		RPS13								30.968		30.956		0.186										

		224		J8		Sample 57		IL-23A								Undetermined														

		224		J8		Sample 57		RPS13								30.765		30.956		0.186										

		225		J9		Sample 57		IL-23A								Undetermined														

		225		J9		Sample 57		RPS13								31.136		30.956		0.186										

		226		J10		Sample 58		IL-23A								Undetermined														

		226		J10		Sample 58		RPS13								Undetermined		30.339												

		227		J11		Sample 58		IL-23A								Undetermined														

		227		J11		Sample 58		RPS13								30.339		30.339												

		228		J12		Sample 58		IL-23A								Undetermined														

		228		J12		Sample 58		RPS13								Undetermined		30.339												

		229		J13		Sample 59		IL-23A								Undetermined														

		229		J13		Sample 59		RPS13								30.768		31.033		0.253										

		230		J14		Sample 59		IL-23A								Undetermined														

		230		J14		Sample 59		RPS13								31.272		31.033		0.253										

		231		J15		Sample 59		IL-23A								Undetermined														

		231		J15		Sample 59		RPS13								31.059		31.033		0.253										

		232		J16		Sample 60		IL-23A								Undetermined														

		232		J16		Sample 60		RPS13								30.833		30.722		0.158										

		233		J17		Sample 60		IL-23A								Undetermined														

		233		J17		Sample 60		RPS13								Undetermined		30.722		0.158										

		234		J18		Sample 60		IL-23A								Undetermined														

		234		J18		Sample 60		RPS13								30.610		30.722		0.158										

		241		K1		Sample 61		IL-23R								35.795		35.963		0.174		5.104								

		241		K1		Sample 61		RPS13								30.691		30.693		0.281										

		242		K2		Sample 61		IL-23R								36.142		35.963		0.174		5.168								

		242		K2		Sample 61		RPS13								30.975		30.693		0.281										

		243		K3		Sample 61		IL-23R								35.951		35.963		0.174		5.537								

		243		K3		Sample 61		RPS13								30.414		30.693		0.281										

		244		K4		Sample 62		IL-23R								Undetermined		36.183		0.132										

		244		K4		Sample 62		RPS13								30.903		30.708		0.170										

		245		K5		Sample 62		IL-23R								36.276		36.183		0.132		5.647								

		245		K5		Sample 62		RPS13								30.629		30.708		0.170										

		246		K6		Sample 62		IL-23R								36.089		36.183		0.132		5.497								

		246		K6		Sample 62		RPS13								30.592		30.708		0.170										

		247		K7		Sample 63		IL-23R								Undetermined														

		247		K7		Sample 63		RPS13								30.900		30.857		0.041										

		248		K8		Sample 63		IL-23R								Undetermined														

		248		K8		Sample 63		RPS13								30.818		30.857		0.041										

		249		K9		Sample 63		IL-23R								Undetermined														

		249		K9		Sample 63		RPS13								30.853		30.857		0.041										

		250		K10		Sample 64		IL-23R								35.770		35.770				5.484								

		250		K10		Sample 64		RPS13								30.286		31.498		1.487										

		251		K11		Sample 64		IL-23R								Undetermined		35.770												

		251		K11		Sample 64		RPS13								31.051		31.498		1.487										

		252		K12		Sample 64		IL-23R								Undetermined		35.770												

		252		K12		Sample 64		RPS13								33.157		31.498		1.487										

		253		K13		Sample 65		IL-23R								Undetermined														

		253		K13		Sample 65		RPS13								30.998		30.934		0.077										

		254		K14		Sample 65		IL-23R								Undetermined														

		254		K14		Sample 65		RPS13								30.848		30.934		0.077										

		255		K15		Sample 65		IL-23R								Undetermined														

		255		K15		Sample 65		RPS13								30.956		30.934		0.077										

		256		K16		Sample 66		IL-23R								32.372		33.936		2.216		1.461								

		256		K16		Sample 66		RPS13								30.912		30.692		0.260										

		257		K17		Sample 66		IL-23R								36.472		33.936		2.216		6.068								

		257		K17		Sample 66		RPS13								30.405		30.692		0.260										

		258		K18		Sample 66		IL-23R								32.963		33.936		2.216		2.203								

		258		K18		Sample 66		RPS13								30.760		30.692		0.260										

		265		L1		Sample 67		IL-1b								Undetermined														

		265		L1		Sample 67		RPS13								29.984		30.374		0.346										

		266		L2		Sample 67		IL-1b								Undetermined														

		266		L2		Sample 67		RPS13								30.643		30.374		0.346										

		267		L3		Sample 67		IL-1b								Undetermined														

		267		L3		Sample 67		RPS13								30.495		30.374		0.346										

		268		L4		Sample 68		IL-1b								Undetermined														

		268		L4		Sample 68		RPS13								30.883		30.736		0.127										

		269		L5		Sample 68		IL-1b								Undetermined														

		269		L5		Sample 68		RPS13								30.663		30.736		0.127										

		270		L6		Sample 68		IL-1b								Undetermined														

		270		L6		Sample 68		RPS13								30.663		30.736		0.127										

		271		L7		Sample 69		IL-1b								Undetermined														

		271		L7		Sample 69		RPS13								30.934		30.956		0.040										

		272		L8		Sample 69		IL-1b								Undetermined														

		272		L8		Sample 69		RPS13								30.932		30.956		0.040										

		273		L9		Sample 69		IL-1b								Undetermined														

		273		L9		Sample 69		RPS13								31.001		30.956		0.040										

		274		L10		Sample 70		IL-1b								Undetermined														

		274		L10		Sample 70		RPS13								30.541		30.634		0.090										

		275		L11		Sample 70		IL-1b								Undetermined														

		275		L11		Sample 70		RPS13								30.640		30.634		0.090										

		276		L12		Sample 70		IL-1b								Undetermined														

		276		L12		Sample 70		RPS13								30.720		30.634		0.090										

		277		L13		Sample 71		IL-1b								Undetermined														

		277		L13		Sample 71		RPS13								30.856		30.989		0.117										

		278		L14		Sample 71		IL-1b								Undetermined														

		278		L14		Sample 71		RPS13								31.031		30.989		0.117										

		279		L15		Sample 71		IL-1b								Undetermined														

		279		L15		Sample 71		RPS13								31.080		30.989		0.117										

		280		L16		Sample 72		IL-1b								Undetermined														

		280		L16		Sample 72		RPS13								30.943		30.713		0.201										

		281		L17		Sample 72		IL-1b								Undetermined														

		281		L17		Sample 72		RPS13								30.573		30.713		0.201										

		282		L18		Sample 72		IL-1b								Undetermined														

		282		L18		Sample 72		RPS13								30.623		30.713		0.201										

		289		M1		Sample 73		ARG1								7.574		7.574				-16.686								

		289		M1		Sample 73		RPS13								24.261		21.577		3.795										

		290		M2		Sample 73		ARG1								Undetermined		7.574												

		290		M2		Sample 73		RPS13								18.894		21.577		3.795										

		291		M3		Sample 73		ARG1								Undetermined		7.574												

		291		M3		Sample 73		RPS13								Undetermined		21.577		3.795										

		292		M4		Sample 74		ARG1								21.341		25.067		5.270		-8.830								

		292		M4		Sample 74		RPS13								30.170		32.091		2.716										

		293		M5		Sample 74		ARG1								Undetermined		25.067		5.270										

		293		M5		Sample 74		RPS13								Undetermined		32.091		2.716										

		294		M6		Sample 74		ARG1								28.793		25.067		5.270		-5.219								

		294		M6		Sample 74		RPS13								34.012		32.091		2.716										

		295		M7		Sample 75		ARG1								Undetermined		32.569		4.382										

		295		M7		Sample 75		RPS13								Undetermined		30.311												

		296		M8		Sample 75		ARG1								35.667		32.569		4.382										

		296		M8		Sample 75		RPS13								Undetermined		30.311												

		297		M9		Sample 75		ARG1								29.471		32.569		4.382		-0.840								

		297		M9		Sample 75		RPS13								30.311		30.311												

		298		M10		Sample 76		ARG1								Undetermined		8.011												

		298		M10		Sample 76		RPS13								19.848		18.038		2.560										

		299		M11		Sample 76		ARG1								8.011		8.011												

		299		M11		Sample 76		RPS13								Undetermined		18.038		2.560										

		300		M12		Sample 76		ARG1								Undetermined		8.011												

		300		M12		Sample 76		RPS13								16.228		18.038		2.560										

		301		M13		Sample 77		ARG1								18.041		24.469		9.983										

		301		M13		Sample 77		RPS13								Undetermined														

		302		M14		Sample 77		ARG1								35.970		24.469		9.983										

		302		M14		Sample 77		RPS13								Undetermined														

		303		M15		Sample 77		ARG1								19.396		24.469		9.983										

		303		M15		Sample 77		RPS13								Undetermined														

		304		M16		Sample 78		ARG1								Undetermined		28.985												

		304		M16		Sample 78		RPS13								13.154		12.700		0.642										

		305		M17		Sample 78		ARG1								28.985		28.985				16.739								

		305		M17		Sample 78		RPS13								12.246		12.700		0.642										

		306		M18		Sample 78		ARG1								Undetermined		28.985												

		306		M18		Sample 78		RPS13								Undetermined		12.700		0.642										

		Analysis Type		Multiplex

		Endogenous Control		RPS13

		RQ Min/Max Standard Deviations		1

		Reference Sample		Sample 1





mRNA_Results

		Block Type								384-Well Block

		Calibration Background is expired 								No

		Calibration Background performed on								12-04-2020

		Calibration Pure Dye ABY is expired								No

		Calibration Pure Dye ABY performed on								12-04-2020

		Calibration Pure Dye CY5 is expired								No

		Calibration Pure Dye CY5 performed on								12-04-2020

		Calibration Pure Dye FAM is expired								No

		Calibration Pure Dye FAM performed on								12-04-2020

		Calibration Pure Dye JUN is expired								No

		Calibration Pure Dye JUN performed on								12-04-2020

		Calibration Pure Dye MUSTANG PURPLE is expired								No

		Calibration Pure Dye MUSTANG PURPLE performed on								12-04-2020

		Calibration Pure Dye NED is expired								No

		Calibration Pure Dye NED performed on								12-04-2020

		Calibration Pure Dye ROX is expired								No

		Calibration Pure Dye ROX performed on								12-04-2020

		Calibration Pure Dye SYBR is expired								No

		Calibration Pure Dye SYBR performed on								12-04-2020

		Calibration Pure Dye TAMRA is expired								No

		Calibration Pure Dye TAMRA performed on								12-04-2020

		Calibration Pure Dye VIC is expired								No

		Calibration Pure Dye VIC performed on								12-04-2020

		Calibration ROI is expired 								No

		Calibration ROI performed on								12-04-2020

		Calibration Uniformity is expired 								No

		Calibration Uniformity performed on								12-04-2020

		Chemistry								TAQMAN

		Date Created								2021-08-23 15:26:13 PM EDT

		Experiment Barcode

		Experiment Comment

		Experiment File Name								P:\R & D\09 Experimental Data\Charan\qPCR\20210819M2M1Mac.eds

		Experiment Name								Comparative-Ct-TaqMan

		Experiment Run End Time								2021-08-19 19:36:14 PM EDT

		Experiment Type								Comparative Cт (ΔΔCт) 

		Instrument Name								      272532353

		Instrument Serial Number								272532353

		Instrument Type								QuantStudio™ 5 System

		Passive Reference								ROX

		Post-read Stage/Step								

		Pre-read Stage/Step								

		Quantification Cycle Method								Ct

		Signal Smoothing On								true

		Stage where Melt Analysis is performed								Stage3

		Stage/ Cycle where Ct Analysis is performed								Stage2, Step2

		User Name

		Well		Donor		Mac		Polarize		Well Position		Sample Name		Target Name		RQ		RQ Min		RQ Max		CT		Ct Mean		Ct SD		Delta Ct		Delta Ct Mean		Delta Ct SD		Delta Ct SE		Delta Delta Ct

		1		1		M2		M-CSF_TC		A1		Sample 1		GAPDH								31.655		31.513		0.137										

		1		1		M2		M-CSF_TC		A1		Sample 1		STAT3		1.000		0.706		1.416		31.334		31.562		0.487		-0.321		0.049		0.502		0.290		0.000

		2		1		M2		M-CSF_TC		A2		Sample 1		GAPDH								31.383		31.513		0.137										

		2		1		M2		M-CSF_TC		A2		Sample 1		STAT3		1.000		0.706		1.416		31.232		31.562		0.487		-0.151		0.049		0.502		0.290		0.000

		3		1		M2		M-CSF_TC		A3		Sample 1		GAPDH								31.501		31.513		0.137										

		3		1		M2		M-CSF_TC		A3		Sample 1		STAT3		1.000		0.706		1.416		32.121		31.562		0.487		0.620		0.049		0.502		0.290		0.000

		4		1		M1		GM-CSF_IFNg		A4		Sample 2		GAPDH								32.016		31.481		0.649										

		4		1		M1		GM-CSF_IFNg		A4		Sample 2		STAT3		1.690		0.840		3.399		30.395		30.773		0.369		-1.621		-0.708		1.008		0.582		-0.757

		5		1		M1		GM-CSF_IFNg		A5		Sample 2		GAPDH								31.668		31.481		0.649										

		5		1		M1		GM-CSF_IFNg		A5		Sample 2		STAT3		1.690		0.840		3.399		30.791		30.773		0.369		-0.877		-0.708		1.008		0.582		-0.757

		6		1		M1		GM-CSF_IFNg		A6		Sample 2		GAPDH								30.759		31.481		0.649										

		6		1		M1		GM-CSF_IFNg		A6		Sample 2		STAT3		1.690		0.840		3.399		31.133		30.773		0.369		0.374		-0.708		1.008		0.582		-0.757

		7		2		M2		M-CSF_TC		A7		Sample 3		GAPDH								31.518		31.377		0.230										

		7		2		M2		M-CSF_TC		A7		Sample 3		STAT3		0.146		0.082		0.259		33.397		34.206		0.706		1.879		2.829		0.829		0.478		2.780

		8		2		M2		M-CSF_TC		A8		Sample 3		GAPDH								31.500		31.377		0.230										

		8		2		M2		M-CSF_TC		A8		Sample 3		STAT3		0.146		0.082		0.259		34.702		34.206		0.706		3.202		2.829		0.829		0.478		2.780

		9		2		M2		M-CSF_TC		A9		Sample 3		GAPDH								31.111		31.377		0.230										

		9		2		M2		M-CSF_TC		A9		Sample 3		STAT3		0.146		0.082		0.259		34.517		34.206		0.706		3.406		2.829		0.829		0.478		2.780

		10		2		M1		GM-CSF_IFNg		A10		Sample 4		GAPDH								31.052		31.259		0.189										

		10		2		M1		GM-CSF_IFNg		A10		Sample 4		STAT3		1.913		1.669		2.193		30.247		30.372		0.167		-0.804		-0.887		0.197		0.114		-0.936

		11		2		M1		GM-CSF_IFNg		A11		Sample 4		GAPDH								31.420		31.259		0.189										

		11		2		M1		GM-CSF_IFNg		A11		Sample 4		STAT3		1.913		1.669		2.193		30.308		30.372		0.167		-1.112		-0.887		0.197		0.114		-0.936

		12		2		M1		GM-CSF_IFNg		A12		Sample 4		GAPDH								31.306		31.259		0.189										

		12		2		M1		GM-CSF_IFNg		A12		Sample 4		STAT3		1.913		1.669		2.193		30.561		30.372		0.167		-0.745		-0.887		0.197		0.114		-0.936

		13		3		M2		M-CSF_TC		A13		Sample 5		GAPDH								31.492		31.423		1.248										

		13		3		M2		M-CSF_TC		A13		Sample 5		STAT3		0.682		0.401		1.159		31.553		31.418		0.190		0.061		0.601		0.764		0.541		0.552

		14		3		M2		M-CSF_TC		A14		Sample 5		GAPDH								30.142		31.423		1.248										

		14		3		M2		M-CSF_TC		A14		Sample 5		STAT3		0.682		0.401		1.159		31.284		31.418		0.190		1.142		0.601		0.764		0.541		0.552

		15		3		M2		M-CSF_TC		A15		Sample 5		GAPDH								32.635		31.423		1.248										

		15		3		M2		M-CSF_TC		A15		Sample 5		STAT3								Undetermined		31.418		0.190										

		16		3		M1		GM-CSF_IFNg		A16		Sample 6		GAPDH								31.053		31.246		0.217										

		16		3		M1		GM-CSF_IFNg		A16		Sample 6		STAT3		1.458		1.379		1.541		30.591		30.752		0.153		-0.462		-0.495		0.080		0.046		-0.544

		17		3		M1		GM-CSF_IFNg		A17		Sample 6		GAPDH								31.482		31.246		0.217										

		17		3		M1		GM-CSF_IFNg		A17		Sample 6		STAT3		1.458		1.379		1.541		30.897		30.752		0.153		-0.585		-0.495		0.080		0.046		-0.544

		18		3		M1		GM-CSF_IFNg		A18		Sample 6		GAPDH								31.204		31.246		0.217										

		18		3		M1		GM-CSF_IFNg		A18		Sample 6		STAT3		1.458		1.379		1.541		30.768		30.752		0.153		-0.436		-0.495		0.080		0.046		-0.544

		25		1		M2		M-CSF_TC		B1		Sample 7		GAPDH								30.795		30.895		0.104										

		25		1		M2		M-CSF_TC		B1		Sample 7		STAT6								34.932		35.640		0.905		4.137								

		26		1		M2		M-CSF_TC		B2		Sample 7		GAPDH								30.886		30.895		0.104										

		26		1		M2		M-CSF_TC		B2		Sample 7		STAT6								35.328		35.640		0.905		4.442								

		27		1		M2		M-CSF_TC		B3		Sample 7		GAPDH								31.003		30.895		0.104										

		27		1		M2		M-CSF_TC		B3		Sample 7		STAT6								36.660		35.640		0.905		5.657								

		28		1		M1		GM-CSF_IFNg		B4		Sample 8		GAPDH								30.667		30.782		0.103										

		28		1		M1		GM-CSF_IFNg		B4		Sample 8		STAT6								33.204		34.019		0.736		2.538								

		29		1		M1		GM-CSF_IFNg		B5		Sample 8		GAPDH								30.864		30.782		0.103										

		29		1		M1		GM-CSF_IFNg		B5		Sample 8		STAT6								34.634		34.019		0.736		3.770								

		30		1		M1		GM-CSF_IFNg		B6		Sample 8		GAPDH								30.817		30.782		0.103										

		30		1		M1		GM-CSF_IFNg		B6		Sample 8		STAT6								34.220		34.019		0.736		3.403								

		31		2		M2		M-CSF_TC		B7		Sample 9		GAPDH								31.268		31.013		0.220										

		31		2		M2		M-CSF_TC		B7		Sample 9		STAT6								37.347		37.347				6.079								

		32		2		M2		M-CSF_TC		B8		Sample 9		GAPDH								30.889		31.013		0.220										

		32		2		M2		M-CSF_TC		B8		Sample 9		STAT6								37.526		37.347												

		33		2		M2		M-CSF_TC		B9		Sample 9		GAPDH								30.883		31.013		0.220										

		33		2		M2		M-CSF_TC		B9		Sample 9		STAT6								37.154		37.347												

		34		2		M1		GM-CSF_IFNg		B10		Sample 10		GAPDH								30.750		30.649		0.106										

		34		2		M1		GM-CSF_IFNg		B10		Sample 10		STAT6								33.704		33.971		0.248		2.954								

		35		2		M1		GM-CSF_IFNg		B11		Sample 10		GAPDH								30.538		30.649		0.106										

		35		2		M1		GM-CSF_IFNg		B11		Sample 10		STAT6								34.017		33.971		0.248		3.479								

		36		2		M1		GM-CSF_IFNg		B12		Sample 10		GAPDH								30.660		30.649		0.106										

		36		2		M1		GM-CSF_IFNg		B12		Sample 10		STAT6								34.193		33.971		0.248		3.533								

		37		3		M2		M-CSF_TC		B13		Sample 11		GAPDH								30.930		30.629		0.625										

		37		3		M2		M-CSF_TC		B13		Sample 11		STAT6								37.173		35.603		2.219		6.243								

		38		3		M2		M-CSF_TC		B14		Sample 11		GAPDH								29.911		30.629		0.625										

		38		3		M2		M-CSF_TC		B14		Sample 11		STAT6								34.034		35.603		2.219		4.123								

		39		3		M2		M-CSF_TC		B15		Sample 11		GAPDH								31.048		30.629		0.625										

		39		3		M2		M-CSF_TC		B15		Sample 11		STAT6								37.213		35.603		2.219										

		40		3		M1		GM-CSF_IFNg		B16		Sample 12		GAPDH								30.593		30.804		0.189										

		40		3		M1		GM-CSF_IFNg		B16		Sample 12		STAT6								33.702		34.332		0.617		3.109								

		41		3		M1		GM-CSF_IFNg		B17		Sample 12		GAPDH								30.860		30.804		0.189										

		41		3		M1		GM-CSF_IFNg		B17		Sample 12		STAT6								34.357		34.332		0.617		3.497								

		42		3		M1		GM-CSF_IFNg		B18		Sample 12		GAPDH								30.958		30.804		0.189										

		42		3		M1		GM-CSF_IFNg		B18		Sample 12		STAT6								34.936		34.332		0.617		3.977								

		49		1		M2		M-CSF_TC		C1		Sample 13		CEBPb								35.042		35.265		0.731		3.388								

		49		1		M2		M-CSF_TC		C1		Sample 13		GAPDH								31.654		31.603		0.085										

		50		1		M2		M-CSF_TC		C2		Sample 13		CEBPb								34.671		35.265		0.731		3.021								

		50		1		M2		M-CSF_TC		C2		Sample 13		GAPDH								31.650		31.603		0.085										

		51		1		M2		M-CSF_TC		C3		Sample 13		CEBPb								36.081		35.265		0.731		4.577								

		51		1		M2		M-CSF_TC		C3		Sample 13		GAPDH								31.504		31.603		0.085										

		52		1		M1		GM-CSF_IFNg		C4		Sample 14		CEBPb								32.619		32.868		0.221		1.568								

		52		1		M1		GM-CSF_IFNg		C4		Sample 14		GAPDH								31.050		31.198		0.308										

		53		1		M1		GM-CSF_IFNg		C5		Sample 14		CEBPb								33.041		32.868		0.221		2.049								

		53		1		M1		GM-CSF_IFNg		C5		Sample 14		GAPDH								30.992		31.198		0.308										

		54		1		M1		GM-CSF_IFNg		C6		Sample 14		CEBPb								32.943		32.868		0.221		1.390								

		54		1		M1		GM-CSF_IFNg		C6		Sample 14		GAPDH								31.553		31.198		0.308										

		55		2		M2		M-CSF_TC		C7		Sample 15		CEBPb								35.185		35.351		1.026		3.623								

		55		2		M2		M-CSF_TC		C7		Sample 15		GAPDH								31.562		31.587		0.026										

		56		2		M2		M-CSF_TC		C8		Sample 15		CEBPb								34.417		35.351		1.026		2.832								

		56		2		M2		M-CSF_TC		C8		Sample 15		GAPDH								31.586		31.587		0.026										

		57		2		M2		M-CSF_TC		C9		Sample 15		CEBPb								36.450		35.351		1.026		4.836								

		57		2		M2		M-CSF_TC		C9		Sample 15		GAPDH								31.614		31.587		0.026										

		58		2		M1		GM-CSF_IFNg		C10		Sample 16		CEBPb								36.099		35.354		1.241		4.051								

		58		2		M1		GM-CSF_IFNg		C10		Sample 16		GAPDH								32.048		31.580		0.409										

		59		2		M1		GM-CSF_IFNg		C11		Sample 16		CEBPb								33.921		35.354		1.241		2.526								

		59		2		M1		GM-CSF_IFNg		C11		Sample 16		GAPDH								31.395		31.580		0.409										

		60		2		M1		GM-CSF_IFNg		C12		Sample 16		CEBPb								36.043		35.354		1.241		4.747								

		60		2		M1		GM-CSF_IFNg		C12		Sample 16		GAPDH								31.296		31.580		0.409										

		61		3		M2		M-CSF_TC		C13		Sample 17		CEBPb								33.328		31.548		2.517		1.862								

		61		3		M2		M-CSF_TC		C13		Sample 17		GAPDH								31.467		31.129		0.955										

		62		3		M2		M-CSF_TC		C14		Sample 17		CEBPb								29.769		31.548		2.517		-0.283								

		62		3		M2		M-CSF_TC		C14		Sample 17		GAPDH								30.052		31.129		0.955										

		63		3		M2		M-CSF_TC		C15		Sample 17		CEBPb								31.265		31.548		2.517										

		63		3		M2		M-CSF_TC		C15		Sample 17		GAPDH								31.869		31.129		0.955										

		64		3		M1		GM-CSF_IFNg		C16		Sample 18		CEBPb								34.512		34.769		1.023		3.005								

		64		3		M1		GM-CSF_IFNg		C16		Sample 18		GAPDH								31.506		31.444		0.098										

		65		3		M1		GM-CSF_IFNg		C17		Sample 18		CEBPb								33.900		34.769		1.023		2.569								

		65		3		M1		GM-CSF_IFNg		C17		Sample 18		GAPDH								31.331		31.444		0.098										

		66		3		M1		GM-CSF_IFNg		C18		Sample 18		CEBPb								35.897		34.769		1.023		4.403								

		66		3		M1		GM-CSF_IFNg		C18		Sample 18		GAPDH								31.494		31.444		0.098										

		73		1		M2		M-CSF_TC		D1		Sample 19		GAPDH								31.438		31.006		0.385										

		73		1		M2		M-CSF_TC		D1		Sample 19		IRF5								32.294		32.287		0.406		0.856								

		74		1		M2		M-CSF_TC		D2		Sample 19		GAPDH								30.698		31.006		0.385										

		74		1		M2		M-CSF_TC		D2		Sample 19		IRF5								31.878		32.287		0.406		1.181								

		75		1		M2		M-CSF_TC		D3		Sample 19		GAPDH								30.883		31.006		0.385										

		75		1		M2		M-CSF_TC		D3		Sample 19		IRF5								32.690		32.287		0.406		1.807								

		76		1		M1		GM-CSF_IFNg		D4		Sample 20		GAPDH								30.547		30.693		0.314										

		76		1		M1		GM-CSF_IFNg		D4		Sample 20		IRF5								31.836		31.996		0.878		1.289								

		77		1		M1		GM-CSF_IFNg		D5		Sample 20		GAPDH								31.054		30.693		0.314										

		77		1		M1		GM-CSF_IFNg		D5		Sample 20		IRF5								32.943		31.996		0.878		1.889								

		78		1		M1		GM-CSF_IFNg		D6		Sample 20		GAPDH								30.478		30.693		0.314										

		78		1		M1		GM-CSF_IFNg		D6		Sample 20		IRF5								31.210		31.996		0.878		0.732								

		79		2		M2		M-CSF_TC		D7		Sample 21		GAPDH								31.350		31.225		0.121										

		79		2		M2		M-CSF_TC		D7		Sample 21		IRF5								33.223		33.712		0.524		1.874								

		80		2		M2		M-CSF_TC		D8		Sample 21		GAPDH								31.108		31.225		0.121										

		80		2		M2		M-CSF_TC		D8		Sample 21		IRF5								33.649		33.712		0.524		2.540								

		81		2		M2		M-CSF_TC		D9		Sample 21		GAPDH								31.217		31.225		0.121										

		81		2		M2		M-CSF_TC		D9		Sample 21		IRF5								34.265		33.712		0.524		3.048								

		82		2		M1		GM-CSF_IFNg		D10		Sample 22		GAPDH								31.246		31.040		0.215										

		82		2		M1		GM-CSF_IFNg		D10		Sample 22		IRF5								32.203		32.229		0.547		0.957								

		83		2		M1		GM-CSF_IFNg		D11		Sample 22		GAPDH								30.817		31.040		0.215										

		83		2		M1		GM-CSF_IFNg		D11		Sample 22		IRF5								31.695		32.229		0.547		0.878								

		84		2		M1		GM-CSF_IFNg		D12		Sample 22		GAPDH								31.055		31.040		0.215										

		84		2		M1		GM-CSF_IFNg		D12		Sample 22		IRF5								32.788		32.229		0.547		1.733								

		85		3		M2		M-CSF_TC		D13		Sample 23		GAPDH								31.124		31.188		0.107										

		85		3		M2		M-CSF_TC		D13		Sample 23		IRF5								32.296		33.849		1.611		1.172								

		86		3		M2		M-CSF_TC		D14		Sample 23		GAPDH								31.311		31.188		0.107										

		86		3		M2		M-CSF_TC		D14		Sample 23		IRF5								35.512		33.849		1.611		4.201								

		87		3		M2		M-CSF_TC		D15		Sample 23		GAPDH								31.128		31.188		0.107										

		87		3		M2		M-CSF_TC		D15		Sample 23		IRF5								33.739		33.849		1.611		2.612								

		88		3		M1		GM-CSF_IFNg		D16		Sample 24		GAPDH								30.968		30.964		0.029										

		88		3		M1		GM-CSF_IFNg		D16		Sample 24		IRF5								32.184		32.337		0.172		1.217								

		89		3		M1		GM-CSF_IFNg		D17		Sample 24		GAPDH								30.933		30.964		0.029										

		89		3		M1		GM-CSF_IFNg		D17		Sample 24		IRF5								32.303		32.337		0.172		1.371								

		90		3		M1		GM-CSF_IFNg		D18		Sample 24		GAPDH								30.991		30.964		0.029										

		90		3		M1		GM-CSF_IFNg		D18		Sample 24		IRF5								32.523		32.337		0.172		1.533								

		97		1		M2		M-CSF_TC		E1		Sample 25		GAPDH								31.506		31.437		0.145										

		97		1		M2		M-CSF_TC		E1		Sample 25		IL-1b								Undetermined		35.824												

		98		1		M2		M-CSF_TC		E2		Sample 25		GAPDH								31.536		31.437		0.145										

		98		1		M2		M-CSF_TC		E2		Sample 25		IL-1b								35.824		35.824				4.289								

		99		1		M2		M-CSF_TC		E3		Sample 25		GAPDH								31.271		31.437		0.145										

		99		1		M2		M-CSF_TC		E3		Sample 25		IL-1b								Undetermined		35.824												

		100		1		M1		GM-CSF_IFNg		E4		Sample 26		GAPDH								30.893		31.196		0.267										

		100		1		M1		GM-CSF_IFNg		E4		Sample 26		IL-1b								Undetermined														

		101		1		M1		GM-CSF_IFNg		E5		Sample 26		GAPDH								31.398		31.196		0.267										

		101		1		M1		GM-CSF_IFNg		E5		Sample 26		IL-1b								Undetermined														

		102		1		M1		GM-CSF_IFNg		E6		Sample 26		GAPDH								31.299		31.196		0.267										

		102		1		M1		GM-CSF_IFNg		E6		Sample 26		IL-1b								Undetermined														

		103		2		M2		M-CSF_TC		E7		Sample 27		GAPDH								31.494		31.537		0.217										

		103		2		M2		M-CSF_TC		E7		Sample 27		IL-1b								Undetermined														

		104		2		M2		M-CSF_TC		E8		Sample 27		GAPDH								31.344		31.537		0.217										

		104		2		M2		M-CSF_TC		E8		Sample 27		IL-1b								Undetermined														

		105		2		M2		M-CSF_TC		E9		Sample 27		GAPDH								31.773		31.537		0.217										

		105		2		M2		M-CSF_TC		E9		Sample 27		IL-1b								Undetermined														

		106		2		M1		GM-CSF_IFNg		E10		Sample 28		GAPDH								31.270		31.418		0.134										

		106		2		M1		GM-CSF_IFNg		E10		Sample 28		IL-1b								Undetermined														

		107		2		M1		GM-CSF_IFNg		E11		Sample 28		GAPDH								31.532		31.418		0.134										

		107		2		M1		GM-CSF_IFNg		E11		Sample 28		IL-1b								Undetermined														

		108		2		M1		GM-CSF_IFNg		E12		Sample 28		GAPDH								31.453		31.418		0.134										

		108		2		M1		GM-CSF_IFNg		E12		Sample 28		IL-1b								Undetermined														

		109		3		M2		M-CSF_TC		E13		Sample 29		GAPDH								31.825		31.722		0.192										

		109		3		M2		M-CSF_TC		E13		Sample 29		IL-1b								35.939		35.939				4.114								

		110		3		M2		M-CSF_TC		E14		Sample 29		GAPDH								31.840		31.722		0.192										

		110		3		M2		M-CSF_TC		E14		Sample 29		IL-1b								Undetermined		35.939												

		111		3		M2		M-CSF_TC		E15		Sample 29		GAPDH								31.500		31.722		0.192										

		111		3		M2		M-CSF_TC		E15		Sample 29		IL-1b								Undetermined		35.939												

		112		3		M1		GM-CSF_IFNg		E16		Sample 30		GAPDH								31.479		31.474		0.100										

		112		3		M1		GM-CSF_IFNg		E16		Sample 30		IL-1b								34.383		34.465		0.116		2.905								

		113		3		M1		GM-CSF_IFNg		E17		Sample 30		GAPDH								31.372		31.474		0.100										

		113		3		M1		GM-CSF_IFNg		E17		Sample 30		IL-1b								34.547		34.465		0.116		3.175								

		114		3		M1		GM-CSF_IFNg		E18		Sample 30		GAPDH								31.571		31.474		0.100										

		114		3		M1		GM-CSF_IFNg		E18		Sample 30		IL-1b								Undetermined		34.465		0.116										

		121		1		M2		M-CSF_TC		F1		Sample 31		GAPDH								31.533		31.764		0.288										

		121		1		M2		M-CSF_TC		F1		Sample 31		IL-6								Undetermined														

		122		1		M2		M-CSF_TC		F2		Sample 31		GAPDH								32.086		31.764		0.288										

		122		1		M2		M-CSF_TC		F2		Sample 31		IL-6								Undetermined														

		123		1		M2		M-CSF_TC		F3		Sample 31		GAPDH								31.673		31.764		0.288										

		123		1		M2		M-CSF_TC		F3		Sample 31		IL-6								Undetermined														

		124		1		M1		GM-CSF_IFNg		F4		Sample 32		GAPDH								31.411		31.547		0.119										

		124		1		M1		GM-CSF_IFNg		F4		Sample 32		IL-6								36.183		35.992		0.658		4.771								

		125		1		M1		GM-CSF_IFNg		F5		Sample 32		GAPDH								31.596		31.547		0.119										

		125		1		M1		GM-CSF_IFNg		F5		Sample 32		IL-6								36.533		35.992		0.658		4.938								

		126		1		M1		GM-CSF_IFNg		F6		Sample 32		GAPDH								31.634		31.547		0.119										

		126		1		M1		GM-CSF_IFNg		F6		Sample 32		IL-6								35.259		35.992		0.658		3.626								

		127		2		M2		M-CSF_TC		F7		Sample 33		GAPDH								31.535		31.557		0.030										

		127		2		M2		M-CSF_TC		F7		Sample 33		IL-6								Undetermined														

		128		2		M2		M-CSF_TC		F8		Sample 33		GAPDH								31.544		31.557		0.030										

		128		2		M2		M-CSF_TC		F8		Sample 33		IL-6								Undetermined														

		129		2		M2		M-CSF_TC		F9		Sample 33		GAPDH								31.591		31.557		0.030										

		129		2		M2		M-CSF_TC		F9		Sample 33		IL-6								Undetermined														

		130		2		M1		GM-CSF_IFNg		F10		Sample 34		GAPDH								31.252		31.504		0.243										

		130		2		M1		GM-CSF_IFNg		F10		Sample 34		IL-6								35.539		34.784		1.068		4.287								

		131		2		M1		GM-CSF_IFNg		F11		Sample 34		GAPDH								31.523		31.504		0.243										

		131		2		M1		GM-CSF_IFNg		F11		Sample 34		IL-6								Undetermined		34.784		1.068										

		132		2		M1		GM-CSF_IFNg		F12		Sample 34		GAPDH								31.737		31.504		0.243										

		132		2		M1		GM-CSF_IFNg		F12		Sample 34		IL-6								34.029		34.784		1.068		2.292								

		133		3		M2		M-CSF_TC		F13		Sample 35		GAPDH								31.907		31.816		0.350										

		133		3		M2		M-CSF_TC		F13		Sample 35		IL-6								Undetermined														

		134		3		M2		M-CSF_TC		F14		Sample 35		GAPDH								32.111		31.816		0.350										

		134		3		M2		M-CSF_TC		F14		Sample 35		IL-6								Undetermined														

		135		3		M2		M-CSF_TC		F15		Sample 35		GAPDH								31.429		31.816		0.350										

		135		3		M2		M-CSF_TC		F15		Sample 35		IL-6								Undetermined														

		136		3		M1		GM-CSF_IFNg		F16		Sample 36		GAPDH								31.363		31.621		0.344										

		136		3		M1		GM-CSF_IFNg		F16		Sample 36		IL-6								34.655		35.859		1.110		3.292								

		137		3		M1		GM-CSF_IFNg		F17		Sample 36		GAPDH								31.489		31.621		0.344										

		137		3		M1		GM-CSF_IFNg		F17		Sample 36		IL-6								36.078		35.859		1.110		4.590								

		138		3		M1		GM-CSF_IFNg		F18		Sample 36		GAPDH								32.012		31.621		0.344										

		138		3		M1		GM-CSF_IFNg		F18		Sample 36		IL-6								36.843		35.859		1.110		4.831								

		145		1		M2		M-CSF_TC		G1		Sample 37		GAPDH								31.498		31.302		0.409										

		145		1		M2		M-CSF_TC		G1		Sample 37		IL-10								34.448		33.349		1.040		2.951								

		146		1		M2		M-CSF_TC		G2		Sample 37		GAPDH								30.832		31.302		0.409										

		146		1		M2		M-CSF_TC		G2		Sample 37		IL-10								32.381		33.349		1.040		1.549								

		147		1		M2		M-CSF_TC		G3		Sample 37		GAPDH								31.576		31.302		0.409										

		147		1		M2		M-CSF_TC		G3		Sample 37		IL-10								33.219		33.349		1.040		1.643								

		148		1		M1		GM-CSF_IFNg		G4		Sample 38		GAPDH								31.165		31.381		0.193										

		148		1		M1		GM-CSF_IFNg		G4		Sample 38		IL-10								35.423		35.196		0.612		4.258								

		149		1		M1		GM-CSF_IFNg		G5		Sample 38		GAPDH								31.534		31.381		0.193										

		149		1		M1		GM-CSF_IFNg		G5		Sample 38		IL-10								35.663		35.196		0.612		4.129								

		150		1		M1		GM-CSF_IFNg		G6		Sample 38		GAPDH								31.445		31.381		0.193										

		150		1		M1		GM-CSF_IFNg		G6		Sample 38		IL-10								34.503		35.196		0.612		3.058								

		151		2		M2		M-CSF_TC		G7		Sample 39		GAPDH								31.327		31.564		0.211										

		151		2		M2		M-CSF_TC		G7		Sample 39		IL-10								34.387		28.658		11.946		3.060								

		152		2		M2		M-CSF_TC		G8		Sample 39		GAPDH								31.732		31.564		0.211										

		152		2		M2		M-CSF_TC		G8		Sample 39		IL-10								36.660		28.658		11.946		4.929								

		153		2		M2		M-CSF_TC		G9		Sample 39		GAPDH								31.633		31.564		0.211										

		153		2		M2		M-CSF_TC		G9		Sample 39		IL-10								14.927		28.658		11.946		-16.707								

		154		2		M1		GM-CSF_IFNg		G10		Sample 40		GAPDH								31.263		31.591		0.306										

		154		2		M1		GM-CSF_IFNg		G10		Sample 40		IL-10								33.865		35.012		1.023		2.602								

		155		2		M1		GM-CSF_IFNg		G11		Sample 40		GAPDH								31.642		31.591		0.306										

		155		2		M1		GM-CSF_IFNg		G11		Sample 40		IL-10								35.828		35.012		1.023		4.186								

		156		2		M1		GM-CSF_IFNg		G12		Sample 40		GAPDH								31.868		31.591		0.306										

		156		2		M1		GM-CSF_IFNg		G12		Sample 40		IL-10								35.343		35.012		1.023		3.475								

		157		3		M2		M-CSF_TC		G13		Sample 41		GAPDH								30.135		30.721		0.778										

		157		3		M2		M-CSF_TC		G13		Sample 41		IL-10								32.054		34.211		3.051		1.919								

		158		3		M2		M-CSF_TC		G14		Sample 41		GAPDH								30.425		30.721		0.778										

		158		3		M2		M-CSF_TC		G14		Sample 41		IL-10								Undetermined		34.211		3.051										

		159		3		M2		M-CSF_TC		G15		Sample 41		GAPDH								31.603		30.721		0.778										

		159		3		M2		M-CSF_TC		G15		Sample 41		IL-10								36.368		34.211		3.051		4.765								

		160		3		M1		GM-CSF_IFNg		G16		Sample 42		GAPDH								31.323		31.432		0.204										

		160		3		M1		GM-CSF_IFNg		G16		Sample 42		IL-10								34.371		34.776		0.369		3.048								

		161		3		M1		GM-CSF_IFNg		G17		Sample 42		GAPDH								31.305		31.432		0.204										

		161		3		M1		GM-CSF_IFNg		G17		Sample 42		IL-10								35.094		34.776		0.369		3.789								

		162		3		M1		GM-CSF_IFNg		G18		Sample 42		GAPDH								31.667		31.432		0.204										

		162		3		M1		GM-CSF_IFNg		G18		Sample 42		IL-10								34.862		34.776		0.369		3.194								

		169		1		M2		M-CSF_TC		H1		Sample 43		GAPDH								31.267		31.107		0.146										

		169		1		M2		M-CSF_TC		H1		Sample 43		IL-23R								Undetermined														

		170		1		M2		M-CSF_TC		H2		Sample 43		GAPDH								31.072		31.107		0.146										

		170		1		M2		M-CSF_TC		H2		Sample 43		IL-23R								Undetermined														

		171		1		M2		M-CSF_TC		H3		Sample 43		GAPDH								30.982		31.107		0.146										

		171		1		M2		M-CSF_TC		H3		Sample 43		IL-23R								Undetermined														

		172		1		M1		GM-CSF_IFNg		H4		Sample 44		GAPDH								Undetermined		31.079		0.146										

		172		1		M1		GM-CSF_IFNg		H4		Sample 44		IL-23R								Undetermined														

		173		1		M1		GM-CSF_IFNg		H5		Sample 44		GAPDH								31.182		31.079		0.146										

		173		1		M1		GM-CSF_IFNg		H5		Sample 44		IL-23R								Undetermined														

		174		1		M1		GM-CSF_IFNg		H6		Sample 44		GAPDH								30.976		31.079		0.146										

		174		1		M1		GM-CSF_IFNg		H6		Sample 44		IL-23R								Undetermined														

		175		2		M2		M-CSF_TC		H7		Sample 45		GAPDH								31.473		31.236		0.137										

		175		2		M2		M-CSF_TC		H7		Sample 45		IL-23R								Undetermined														

		176		2		M2		M-CSF_TC		H8		Sample 45		GAPDH								31.112		31.236		0.137										

		176		2		M2		M-CSF_TC		H8		Sample 45		IL-23R								Undetermined														

		177		2		M2		M-CSF_TC		H9		Sample 45		GAPDH								31.208		31.236		0.137										

		177		2		M2		M-CSF_TC		H9		Sample 45		IL-23R								Undetermined														

		178		2		M1		GM-CSF_IFNg		H10		Sample 45		GAPDH								31.285		31.236		0.137										

		178		2		M1		GM-CSF_IFNg		H10		Sample 45		IL-23R								Undetermined														

		179		2		M1		GM-CSF_IFNg		H11		Sample 45		GAPDH								31.236		31.236		0.137										

		179		2		M1		GM-CSF_IFNg		H11		Sample 45		IL-23R								Undetermined														

		180		2		M1		GM-CSF_IFNg		H12		Sample 45		GAPDH								31.099		31.236		0.137										

		180		2		M1		GM-CSF_IFNg		H12		Sample 45		IL-23R								Undetermined														

		181		3		M2		M-CSF_TC		H13		Sample 47		GAPDH								30.185		31.077		0.777										

		181		3		M2		M-CSF_TC		H13		Sample 47		IL-23R								Undetermined														

		182		3		M2		M-CSF_TC		H14		Sample 47		GAPDH								31.606		31.077		0.777										

		182		3		M2		M-CSF_TC		H14		Sample 47		IL-23R								Undetermined														

		183		3		M2		M-CSF_TC		H15		Sample 47		GAPDH								31.439		31.077		0.777										

		183		3		M2		M-CSF_TC		H15		Sample 47		IL-23R								Undetermined														

		184		3		M1		GM-CSF_IFNg		H16		Sample 48		GAPDH								31.330		31.159		0.164										

		184		3		M1		GM-CSF_IFNg		H16		Sample 48		IL-23R								Undetermined														

		185		3		M1		GM-CSF_IFNg		H17		Sample 48		GAPDH								31.005		31.159		0.164										

		185		3		M1		GM-CSF_IFNg		H17		Sample 48		IL-23R								Undetermined														

		186		3		M1		GM-CSF_IFNg		H18		Sample 48		GAPDH								31.142		31.159		0.164										

		186		3		M1		GM-CSF_IFNg		H18		Sample 48		IL-23R								Undetermined														

		193		1		M2		M-CSF_TC		I1		Sample 49		GAPDH								31.352		31.231		0.225										

		193		1		M2		M-CSF_TC		I1		Sample 49		IL-23A								Undetermined														

		194		1		M2		M-CSF_TC		I2		Sample 49		GAPDH								31.370		31.231		0.225										

		194		1		M2		M-CSF_TC		I2		Sample 49		IL-23A								Undetermined														

		195		1		M2		M-CSF_TC		I3		Sample 49		GAPDH								30.972		31.231		0.225										

		195		1		M2		M-CSF_TC		I3		Sample 49		IL-23A								Undetermined														

		196		1		M1		GM-CSF_IFNg		I4		Sample 50		GAPDH								31.691		31.410		0.252										

		196		1		M1		GM-CSF_IFNg		I4		Sample 50		IL-23A								Undetermined														

		197		1		M1		GM-CSF_IFNg		I5		Sample 50		GAPDH								31.330		31.410		0.252										

		197		1		M1		GM-CSF_IFNg		I5		Sample 50		IL-23A								Undetermined														

		198		1		M1		GM-CSF_IFNg		I6		Sample 50		GAPDH								31.207		31.410		0.252										

		198		1		M1		GM-CSF_IFNg		I6		Sample 50		IL-23A								Undetermined														

		199		2		M2		M-CSF_TC		I7		Sample 51		GAPDH								30.912		31.237		0.372										

		199		2		M2		M-CSF_TC		I7		Sample 51		IL-23A								Undetermined														

		200		2		M2		M-CSF_TC		I8		Sample 51		GAPDH								31.643		31.237		0.372										

		200		2		M2		M-CSF_TC		I8		Sample 51		IL-23A								Undetermined														

		201		2		M2		M-CSF_TC		I9		Sample 51		GAPDH								31.157		31.237		0.372										

		201		2		M2		M-CSF_TC		I9		Sample 51		IL-23A								Undetermined														

		202		2		M1		GM-CSF_IFNg		I10		Sample 52		GAPDH								30.968		31.170		0.181										

		202		2		M1		GM-CSF_IFNg		I10		Sample 52		IL-23A								Undetermined														

		203		2		M1		GM-CSF_IFNg		I11		Sample 52		GAPDH								31.229		31.170		0.181										

		203		2		M1		GM-CSF_IFNg		I11		Sample 52		IL-23A								Undetermined														

		204		2		M1		GM-CSF_IFNg		I12		Sample 52		GAPDH								31.314		31.170		0.181										

		204		2		M1		GM-CSF_IFNg		I12		Sample 52		IL-23A								Undetermined														

		205		3		M2		M-CSF_TC		I13		Sample 53		GAPDH								29.938		30.788		0.838										

		205		3		M2		M-CSF_TC		I13		Sample 53		IL-23A								Undetermined														

		206		3		M2		M-CSF_TC		I14		Sample 53		GAPDH								30.812		30.788		0.838										

		206		3		M2		M-CSF_TC		I14		Sample 53		IL-23A								Undetermined														

		207		3		M2		M-CSF_TC		I15		Sample 53		GAPDH								31.614		30.788		0.838										

		207		3		M2		M-CSF_TC		I15		Sample 53		IL-23A								Undetermined														

		208		3		M1		GM-CSF_IFNg		I16		Sample 54		GAPDH								31.036		31.064		0.121										

		208		3		M1		GM-CSF_IFNg		I16		Sample 54		IL-23A								Undetermined														

		209		3		M1		GM-CSF_IFNg		I17		Sample 54		GAPDH								31.196		31.064		0.121										

		209		3		M1		GM-CSF_IFNg		I17		Sample 54		IL-23A								Undetermined														

		210		3		M1		GM-CSF_IFNg		I18		Sample 54		GAPDH								30.960		31.064		0.121										

		210		3		M1		GM-CSF_IFNg		I18		Sample 54		IL-23A								Undetermined														

		217		1		M2		M-CSF_TC		J1		Sample 55		CD163								30.103		29.516		0.857		-1.030								

		217		1		M2		M-CSF_TC		J1		Sample 55		GAPDH								31.132		31.197		0.122										

		218		1		M2		M-CSF_TC		J2		Sample 55		CD163								29.912		29.516		0.857		-1.209								

		218		1		M2		M-CSF_TC		J2		Sample 55		GAPDH								31.121		31.197		0.122										

		219		1		M2		M-CSF_TC		J3		Sample 55		CD163								28.532		29.516		0.857		-2.805								

		219		1		M2		M-CSF_TC		J3		Sample 55		GAPDH								31.338		31.197		0.122										

		220		1		M1		GM-CSF_IFNg		J4		Sample 56		CD163								32.694		33.013		0.307		1.543								

		220		1		M1		GM-CSF_IFNg		J4		Sample 56		GAPDH								31.151		31.276		0.113										

		221		1		M1		GM-CSF_IFNg		J5		Sample 56		CD163								33.307		33.013		0.307		1.937								

		221		1		M1		GM-CSF_IFNg		J5		Sample 56		GAPDH								31.371		31.276		0.113										

		222		1		M1		GM-CSF_IFNg		J6		Sample 56		CD163								33.039		33.013		0.307		1.733								

		222		1		M1		GM-CSF_IFNg		J6		Sample 56		GAPDH								31.305		31.276		0.113										

		223		2		M2		M-CSF_TC		J7		Sample 57		CD163								30.514		31.216		0.834		-0.750								

		223		2		M2		M-CSF_TC		J7		Sample 57		GAPDH								31.264		31.356		0.081										

		224		2		M2		M-CSF_TC		J8		Sample 57		CD163								30.994		31.216		0.834		-0.424								

		224		2		M2		M-CSF_TC		J8		Sample 57		GAPDH								31.419		31.356		0.081										

		225		2		M2		M-CSF_TC		J9		Sample 57		CD163								32.138		31.216		0.834		0.754								

		225		2		M2		M-CSF_TC		J9		Sample 57		GAPDH								31.385		31.356		0.081										

		226		2		M1		GM-CSF_IFNg		J10		Sample 58		CD163								32.480		32.527		0.504		0.982								

		226		2		M1		GM-CSF_IFNg		J10		Sample 58		GAPDH								31.498		31.386		0.123										

		227		2		M1		GM-CSF_IFNg		J11		Sample 58		CD163								32.049		32.527		0.504		0.794								

		227		2		M1		GM-CSF_IFNg		J11		Sample 58		GAPDH								31.255		31.386		0.123										

		228		2		M1		GM-CSF_IFNg		J12		Sample 58		CD163								33.053		32.527		0.504		1.650								

		228		2		M1		GM-CSF_IFNg		J12		Sample 58		GAPDH								31.404		31.386		0.123										

		229		3		M2		M-CSF_TC		J13		Sample 59		CD163								28.547		34.493		5.178		-1.312								

		229		3		M2		M-CSF_TC		J13		Sample 59		GAPDH								29.858		30.972		0.965										

		230		3		M2		M-CSF_TC		J14		Sample 59		CD163								38.009		34.493		5.178		6.491								

		230		3		M2		M-CSF_TC		J14		Sample 59		GAPDH								31.518		30.972		0.965										

		231		3		M2		M-CSF_TC		J15		Sample 59		CD163								36.924		34.493		5.178		5.383								

		231		3		M2		M-CSF_TC		J15		Sample 59		GAPDH								31.541		30.972		0.965										

		232		3		M1		GM-CSF_IFNg		J16		Sample 60		CD163								33.368		33.487		0.256		2.103								

		232		3		M1		GM-CSF_IFNg		J16		Sample 60		GAPDH								31.265		31.328		0.068										

		233		3		M1		GM-CSF_IFNg		J17		Sample 60		CD163								33.312		33.487		0.256		1.912								

		233		3		M1		GM-CSF_IFNg		J17		Sample 60		GAPDH								31.400		31.328		0.068										

		234		3		M1		GM-CSF_IFNg		J18		Sample 60		CD163								33.781		33.487		0.256		2.462								

		234		3		M1		GM-CSF_IFNg		J18		Sample 60		GAPDH								31.320		31.328		0.068										

		241		1		M2		M-CSF_TC		K1		Sample 61		GAPDH								31.658		31.227		0.423										

		241		1		M2		M-CSF_TC		K1		Sample 61		NOS2								Undetermined														

		242		1		M2		M-CSF_TC		K2		Sample 61		GAPDH								30.812		31.227		0.423										

		242		1		M2		M-CSF_TC		K2		Sample 61		NOS2								Undetermined														

		243		1		M2		M-CSF_TC		K3		Sample 61		GAPDH								31.211		31.227		0.423										

		243		1		M2		M-CSF_TC		K3		Sample 61		NOS2								Undetermined														

		244		1		M1		GM-CSF_IFNg		K4		Sample 62		GAPDH								31.231		31.443		0.221										

		244		1		M1		GM-CSF_IFNg		K4		Sample 62		NOS2								Undetermined														

		245		1		M1		GM-CSF_IFNg		K5		Sample 62		GAPDH								31.426		31.443		0.221										

		245		1		M1		GM-CSF_IFNg		K5		Sample 62		NOS2								Undetermined														

		246		1		M1		GM-CSF_IFNg		K6		Sample 62		GAPDH								31.673		31.443		0.221										

		246		1		M1		GM-CSF_IFNg		K6		Sample 62		NOS2								Undetermined														

		247		2		M2		M-CSF_TC		K7		Sample 63		GAPDH								31.313		31.274		0.379										

		247		2		M2		M-CSF_TC		K7		Sample 63		NOS2								Undetermined		25.227												

		248		2		M2		M-CSF_TC		K8		Sample 63		GAPDH								31.632		31.274		0.379										

		248		2		M2		M-CSF_TC		K8		Sample 63		NOS2								Undetermined		25.227												

		249		2		M2		M-CSF_TC		K9		Sample 63		GAPDH								30.877		31.274		0.379										

		249		2		M2		M-CSF_TC		K9		Sample 63		NOS2								25.227		25.227				-5.650								

		250		2		M1		GM-CSF_IFNg		K10		Sample 64		GAPDH								31.385		31.533		0.128										

		250		2		M1		GM-CSF_IFNg		K10		Sample 64		NOS2								Undetermined														

		251		2		M1		GM-CSF_IFNg		K11		Sample 64		GAPDH								31.599		31.533		0.128										

		251		2		M1		GM-CSF_IFNg		K11		Sample 64		NOS2								Undetermined														

		252		2		M1		GM-CSF_IFNg		K12		Sample 64		GAPDH								31.615		31.533		0.128										

		252		2		M1		GM-CSF_IFNg		K12		Sample 64		NOS2								Undetermined														

		253		3		M2		M-CSF_TC		K13		Sample 65		GAPDH								30.858		31.604		0.684										

		253		3		M2		M-CSF_TC		K13		Sample 65		NOS2								6.763		22.633		22.443		-24.095								

		254		3		M2		M-CSF_TC		K14		Sample 65		GAPDH								31.754		31.604		0.684										

		254		3		M2		M-CSF_TC		K14		Sample 65		NOS2								38.502		22.633		22.443		6.748								

		255		3		M2		M-CSF_TC		K15		Sample 65		GAPDH								32.201		31.604		0.684										

		255		3		M2		M-CSF_TC		K15		Sample 65		NOS2								Undetermined		22.633		22.443										

		256		3		M1		GM-CSF_IFNg		K16		Sample 66		GAPDH								31.801		31.618		0.245										

		256		3		M1		GM-CSF_IFNg		K16		Sample 66		NOS2								13.714		13.714				-18.087								

		257		3		M1		GM-CSF_IFNg		K17		Sample 66		GAPDH								31.713		31.618		0.245										

		257		3		M1		GM-CSF_IFNg		K17		Sample 66		NOS2								Undetermined		13.714												

		258		3		M1		GM-CSF_IFNg		K18		Sample 66		GAPDH								31.340		31.618		0.245										

		258		3		M1		GM-CSF_IFNg		K18		Sample 66		NOS2								Undetermined		13.714												

		265		1		M2		M-CSF_TC		L1		Sample 67		GAPDH								31.527		31.378		0.271										

		265		1		M2		M-CSF_TC		L1		Sample 67		PPARG								35.891		35.203		0.973		4.364								

		266		1		M2		M-CSF_TC		L2		Sample 67		GAPDH								31.065		31.378		0.271										

		266		1		M2		M-CSF_TC		L2		Sample 67		PPARG								Undetermined		35.203		0.973										

		267		1		M2		M-CSF_TC		L3		Sample 67		GAPDH								31.543		31.378		0.271										

		267		1		M2		M-CSF_TC		L3		Sample 67		PPARG								34.515		35.203		0.973		2.972								

		268		1		M1		GM-CSF_IFNg		L4		Sample 68		GAPDH								31.401		31.343		0.164										

		268		1		M1		GM-CSF_IFNg		L4		Sample 68		PPARG								35.572		35.455		0.669		4.171								

		269		1		M1		GM-CSF_IFNg		L5		Sample 68		GAPDH								31.158		31.343		0.164										

		269		1		M1		GM-CSF_IFNg		L5		Sample 68		PPARG								36.058		35.455		0.669		4.900								

		270		1		M1		GM-CSF_IFNg		L6		Sample 68		GAPDH								31.470		31.343		0.164										

		270		1		M1		GM-CSF_IFNg		L6		Sample 68		PPARG								34.735		35.455		0.669		3.265								

		271		2		M2		M-CSF_TC		L7		Sample 69		GAPDH								31.379		31.763		0.349										

		271		2		M2		M-CSF_TC		L7		Sample 69		PPARG								Undetermined		36.415												

		272		2		M2		M-CSF_TC		L8		Sample 69		GAPDH								32.060		31.763		0.349										

		272		2		M2		M-CSF_TC		L8		Sample 69		PPARG								36.415		36.415				4.355								

		273		2		M2		M-CSF_TC		L9		Sample 69		GAPDH								31.849		31.763		0.349										

		273		2		M2		M-CSF_TC		L9		Sample 69		PPARG								Undetermined		36.415												

		274		2		M1		GM-CSF_IFNg		L10		Sample 70		GAPDH								31.378		31.320		0.260										

		274		2		M1		GM-CSF_IFNg		L10		Sample 70		PPARG								35.103		35.242		0.884		3.725								

		275		2		M1		GM-CSF_IFNg		L11		Sample 70		GAPDH								31.546		31.320		0.260										

		275		2		M1		GM-CSF_IFNg		L11		Sample 70		PPARG								36.188		35.242		0.884		4.642								

		276		2		M1		GM-CSF_IFNg		L12		Sample 70		GAPDH								31.035		31.320		0.260										

		276		2		M1		GM-CSF_IFNg		L12		Sample 70		PPARG								34.437		35.242		0.884		3.401								

		277		3		M2		M-CSF_TC		L13		Sample 71		GAPDH								30.574		31.467		0.817										

		277		3		M2		M-CSF_TC		L13		Sample 71		PPARG								33.119		33.119				2.545								

		278		3		M2		M-CSF_TC		L14		Sample 71		GAPDH								32.178		31.467		0.817										

		278		3		M2		M-CSF_TC		L14		Sample 71		PPARG								Undetermined		33.119												

		279		3		M2		M-CSF_TC		L15		Sample 71		GAPDH								31.648		31.467		0.817										

		279		3		M2		M-CSF_TC		L15		Sample 71		PPARG								Undetermined		33.119												

		280		3		M1		GM-CSF_IFNg		L16		Sample 72		GAPDH								31.547		31.394		0.177										

		280		3		M1		GM-CSF_IFNg		L16		Sample 72		PPARG								34.901		34.685		0.461		3.354								

		281		3		M1		GM-CSF_IFNg		L17		Sample 72		GAPDH								31.434		31.394		0.177										

		281		3		M1		GM-CSF_IFNg		L17		Sample 72		PPARG								34.997		34.685		0.461		3.563								

		282		3		M1		GM-CSF_IFNg		L18		Sample 72		GAPDH								31.201		31.394		0.177										

		282		3		M1		GM-CSF_IFNg		L18		Sample 72		PPARG								34.156		34.685		0.461		2.956								

		289		1		M2		M-CSF_TC		M1		Sample 73		GAPDH								31.407		31.375		0.029										

		289		1		M2		M-CSF_TC		M1		Sample 73		TGFB1								33.008		33.007		0.658		1.601								

		290		1		M2		M-CSF_TC		M2		Sample 73		GAPDH								31.369		31.375		0.029										

		290		1		M2		M-CSF_TC		M2		Sample 73		TGFB1								33.664		33.007		0.658		2.295								

		291		1		M2		M-CSF_TC		M3		Sample 73		GAPDH								31.350		31.375		0.029										

		291		1		M2		M-CSF_TC		M3		Sample 73		TGFB1								32.348		33.007		0.658		0.998								

		292		1		M1		GM-CSF_IFNg		M4		Sample 74		GAPDH								31.347		31.370		0.206										

		292		1		M1		GM-CSF_IFNg		M4		Sample 74		TGFB1								31.870		31.947		0.170		0.523								

		293		1		M1		GM-CSF_IFNg		M5		Sample 74		GAPDH								31.176		31.370		0.206										

		293		1		M1		GM-CSF_IFNg		M5		Sample 74		TGFB1								31.828		31.947		0.170		0.651								

		294		1		M1		GM-CSF_IFNg		M6		Sample 74		GAPDH								31.585		31.370		0.206										

		294		1		M1		GM-CSF_IFNg		M6		Sample 74		TGFB1								32.142		31.947		0.170		0.556								

		295		2		M2		M-CSF_TC		M7		Sample 75		GAPDH								31.532		31.578		0.087										

		295		2		M2		M-CSF_TC		M7		Sample 75		TGFB1								34.634		34.890		0.253		3.101								

		296		2		M2		M-CSF_TC		M8		Sample 75		GAPDH								31.523		31.578		0.087										

		296		2		M2		M-CSF_TC		M8		Sample 75		TGFB1								34.899		34.890		0.253		3.376								

		297		2		M2		M-CSF_TC		M9		Sample 75		GAPDH								31.678		31.578		0.087										

		297		2		M2		M-CSF_TC		M9		Sample 75		TGFB1								35.139		34.890		0.253		3.461								

		298		2		M1		GM-CSF_IFNg		M10		Sample 76		GAPDH								31.364		31.432		0.184										

		298		2		M1		GM-CSF_IFNg		M10		Sample 76		TGFB1								31.313		31.144		0.191		-0.051								

		299		2		M1		GM-CSF_IFNg		M11		Sample 76		GAPDH								31.641		31.432		0.184										

		299		2		M1		GM-CSF_IFNg		M11		Sample 76		TGFB1								30.936		31.144		0.191		-0.705								

		300		2		M1		GM-CSF_IFNg		M12		Sample 76		GAPDH								31.292		31.432		0.184										

		300		2		M1		GM-CSF_IFNg		M12		Sample 76		TGFB1								31.183		31.144		0.191		-0.109								

		301		3		M2		M-CSF_TC		M13		Sample 77		GAPDH								30.259		31.071		0.703										

		301		3		M2		M-CSF_TC		M13		Sample 77		TGFB1								32.077		32.077				1.818								

		302		3		M2		M-CSF_TC		M14		Sample 77		GAPDH								31.487		31.071		0.703										

		302		3		M2		M-CSF_TC		M14		Sample 77		TGFB1								Undetermined		32.077												

		303		3		M2		M-CSF_TC		M15		Sample 77		GAPDH								31.467		31.071		0.703										

		303		3		M2		M-CSF_TC		M15		Sample 77		TGFB1								Undetermined		32.077												

		304		3		M1		GM-CSF_IFNg		M16		Sample 78		GAPDH								31.235		31.269		0.065										

		304		3		M1		GM-CSF_IFNg		M16		Sample 78		TGFB1								31.747		31.729		0.079		0.512								

		305		3		M1		GM-CSF_IFNg		M17		Sample 78		GAPDH								31.228		31.269		0.065										

		305		3		M1		GM-CSF_IFNg		M17		Sample 78		TGFB1								31.642		31.729		0.079		0.414								

		306		3		M1		GM-CSF_IFNg		M18		Sample 78		GAPDH								31.344		31.269		0.065										

		306		3		M1		GM-CSF_IFNg		M18		Sample 78		TGFB1								31.798		31.729		0.079		0.454								

		313		1		M2		M-CSF_TC		N1		Sample 79		GAPDH								31.947		31.667		0.265										

		313		1		M2		M-CSF_TC		N1		Sample 79		TNF								Undetermined														

		314		1		M2		M-CSF_TC		N2		Sample 79		GAPDH								31.421		31.667		0.265										

		314		1		M2		M-CSF_TC		N2		Sample 79		TNF								Undetermined														

		315		1		M2		M-CSF_TC		N3		Sample 79		GAPDH								31.632		31.667		0.265										

		315		1		M2		M-CSF_TC		N3		Sample 79		TNF								Undetermined														

		316		1		M1		GM-CSF_IFNg		N4		Sample 80		GAPDH								31.297		31.405		0.162										

		316		1		M1		GM-CSF_IFNg		N4		Sample 80		TNF								Undetermined		36.451		0.906										

		317		1		M1		GM-CSF_IFNg		N5		Sample 80		GAPDH								31.326		31.405		0.162										

		317		1		M1		GM-CSF_IFNg		N5		Sample 80		TNF								37.092		36.451		0.906		5.765								

		318		1		M1		GM-CSF_IFNg		N6		Sample 80		GAPDH								31.591		31.405		0.162										

		318		1		M1		GM-CSF_IFNg		N6		Sample 80		TNF								35.811		36.451		0.906		4.220								

		319		2		M2		M-CSF_TC		N7		Sample 81		GAPDH								31.478		31.621		0.126										

		319		2		M2		M-CSF_TC		N7		Sample 81		TNF								Undetermined														

		320		2		M2		M-CSF_TC		N8		Sample 81		GAPDH								31.717		31.621		0.126										

		320		2		M2		M-CSF_TC		N8		Sample 81		TNF								Undetermined														

		321		2		M2		M-CSF_TC		N9		Sample 81		GAPDH								31.669		31.621		0.126										

		321		2		M2		M-CSF_TC		N9		Sample 81		TNF								Undetermined														

		322		2		M1		GM-CSF_IFNg		N10		Sample 82		GAPDH								31.484		31.508		0.059										

		322		2		M1		GM-CSF_IFNg		N10		Sample 82		TNF								36.157		35.650		0.763		4.672								

		323		2		M1		GM-CSF_IFNg		N11		Sample 82		GAPDH								31.575		31.508		0.059										

		323		2		M1		GM-CSF_IFNg		N11		Sample 82		TNF								34.772		35.650		0.763		3.197								

		324		2		M1		GM-CSF_IFNg		N12		Sample 82		GAPDH								31.464		31.508		0.059										

		324		2		M1		GM-CSF_IFNg		N12		Sample 82		TNF								36.020		35.650		0.763		4.556								

		325		3		M2		M-CSF_TC		N13		Sample 83		GAPDH								30.497		31.459		0.854										

		325		3		M2		M-CSF_TC		N13		Sample 83		TNF								Undetermined														

		326		3		M2		M-CSF_TC		N14		Sample 83		GAPDH								32.129		31.459		0.854										

		326		3		M2		M-CSF_TC		N14		Sample 83		TNF								Undetermined														

		327		3		M2		M-CSF_TC		N15		Sample 83		GAPDH								31.752		31.459		0.854										

		327		3		M2		M-CSF_TC		N15		Sample 83		TNF								Undetermined														

		328		3		M1		GM-CSF_IFNg		N16		Sample 84		GAPDH								31.366		31.531		0.162										

		328		3		M1		GM-CSF_IFNg		N16		Sample 84		TNF								37.858		36.168		1.464		6.493								

		329		3		M1		GM-CSF_IFNg		N17		Sample 84		GAPDH								31.689		31.531		0.162										

		329		3		M1		GM-CSF_IFNg		N17		Sample 84		TNF								35.355		36.168		1.464		3.666								

		330		3		M1		GM-CSF_IFNg		N18		Sample 84		GAPDH								31.539		31.531		0.162										

		330		3		M1		GM-CSF_IFNg		N18		Sample 84		TNF								35.291		36.168		1.464		3.752								

		337		1		M2		M-CSF_TC		O1		Sample 85		ARG1								Undetermined														

		337		1		M2		M-CSF_TC		O1		Sample 85		GAPDH								31.804		31.676		0.157										

		338		1		M2		M-CSF_TC		O2		Sample 85		ARG1								Undetermined														

		338		1		M2		M-CSF_TC		O2		Sample 85		GAPDH								31.501		31.676		0.157										

		339		1		M2		M-CSF_TC		O3		Sample 85		ARG1								Undetermined														

		339		1		M2		M-CSF_TC		O3		Sample 85		GAPDH								31.725		31.676		0.157										

		340		1		M1		GM-CSF_IFNg		O4		Sample 86		ARG1								Undetermined														

		340		1		M1		GM-CSF_IFNg		O4		Sample 86		GAPDH								31.207		31.247		0.137										

		341		1		M1		GM-CSF_IFNg		O5		Sample 86		ARG1								Undetermined														

		341		1		M1		GM-CSF_IFNg		O5		Sample 86		GAPDH								31.135		31.247		0.137										

		342		1		M1		GM-CSF_IFNg		O6		Sample 86		ARG1								Undetermined														

		342		1		M1		GM-CSF_IFNg		O6		Sample 86		GAPDH								31.399		31.247		0.137										

		343		2		M2		M-CSF_TC		O7		Sample 87		ARG1								Undetermined														

		343		2		M2		M-CSF_TC		O7		Sample 87		GAPDH								31.547		31.615		0.061										

		344		2		M2		M-CSF_TC		O8		Sample 87		ARG1								Undetermined														

		344		2		M2		M-CSF_TC		O8		Sample 87		GAPDH								31.634		31.615		0.061										

		345		2		M2		M-CSF_TC		O9		Sample 87		ARG1								Undetermined														

		345		2		M2		M-CSF_TC		O9		Sample 87		GAPDH								31.665		31.615		0.061										

		346		2		M1		GM-CSF_IFNg		O10		Sample 88		ARG1								Undetermined														

		346		2		M1		GM-CSF_IFNg		O10		Sample 88		GAPDH								31.208		31.476		0.236										

		347		2		M1		GM-CSF_IFNg		O11		Sample 88		ARG1								Undetermined														

		347		2		M1		GM-CSF_IFNg		O11		Sample 88		GAPDH								31.567		31.476		0.236										

		348		2		M1		GM-CSF_IFNg		O12		Sample 88		ARG1								Undetermined														

		348		2		M1		GM-CSF_IFNg		O12		Sample 88		GAPDH								31.653		31.476		0.236										

		349		3		M2		M-CSF_TC		O13		Sample 89		ARG1								Undetermined														

		349		3		M2		M-CSF_TC		O13		Sample 89		GAPDH								30.498		31.318		0.733										

		350		3		M2		M-CSF_TC		O14		Sample 89		ARG1								Undetermined														

		350		3		M2		M-CSF_TC		O14		Sample 89		GAPDH								31.549		31.318		0.733										

		351		3		M2		M-CSF_TC		O15		Sample 89		ARG1								Undetermined														

		351		3		M2		M-CSF_TC		O15		Sample 89		GAPDH								31.908		31.318		0.733										

		352		3		M1		GM-CSF_IFNg		O16		Sample 90		ARG1								Undetermined														

		352		3		M1		GM-CSF_IFNg		O16		Sample 90		GAPDH								31.595		31.659		0.134										

		353		3		M1		GM-CSF_IFNg		O17		Sample 90		ARG1								Undetermined														

		353		3		M1		GM-CSF_IFNg		O17		Sample 90		GAPDH								31.570		31.659		0.134										

		354		3		M1		GM-CSF_IFNg		O18		Sample 90		ARG1								Undetermined														

		354		3		M1		GM-CSF_IFNg		O18		Sample 90		GAPDH								31.813		31.659		0.134										

		Analysis Type								Multiplex

		Endogenous Control								GAPDH

		RQ Min/Max Standard Deviations								1

		Reference Sample								Sample 1

														STAT6		GAPDH		delta Ct		delta delta Ct		2^-(delta delta Ct)

												Sample Name		CT

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		0.000		ERROR:#DIV/0!		ERROR:#DIV/0!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

																		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

														GENE		GAPDH		ERROR:#VALUE!		ERROR:#VALUE!		ERROR:#VALUE!

						STAT6		Donor 1		M2		Sample 7		34.932		30.795		4.137		-0.608		1.524

												Sample 7		35.328		30.886		4.442		-0.303		1.234						Paste into GraphPad

												Sample 7		36.660		31.003		5.657		0.911		0.532								FOLD CHANGE to M2

										M1		Sample 8		33.204		30.667		2.538		-2.207		4.619				STAT6		M2		1.524		1.234		0.532

												Sample 8		34.634		30.864		3.770		-0.975		1.966						M1		4.619		1.966		2.535

												Sample 8		34.220		30.817		3.403		-1.342		2.535						M2		1.189		0.808		1.041

								Donor 2		M2		Sample 9		37.347		31.268		6.079		-0.250		1.189						M1		10.377		7.212		6.947

												Sample 9		37.526		30.889		6.637		0.308		0.808						M2		0.602		2.616		0.635

												Sample 9		37.154		30.883		6.271		-0.058		1.041						M1		5.285		4.037		2.894

										M1		Sample 10		33.704		30.750		2.954		-3.375		10.377				STAT3		M2		1.293		1.149		0.673

												Sample 10		34.017		30.538		3.479		-2.850		7.212						M1		3.182		1.900		0.798

												Sample 10		34.193		30.660		3.533		-2.796		6.947						M2		1.931		0.772		0.670

								Donor 3		M2		Sample 11		37.173		30.930		6.243		0.733		0.602						M1		12.409		15.357		11.907

												Sample 11		34.034		29.911		4.123		-1.387		2.616						M2		0.921		0.435		2.497

												Sample 11		37.213		31.048		6.165		0.655		0.635						M1		1.323		1.440		1.299

										M1		Sample 12		33.702		30.593		3.109		-2.402		5.285				IRF5		M2		1.343		1.072		0.695

												Sample 12		34.357		30.860		3.497		-2.013		4.037						M1		0.994		0.656		1.463

												Sample 12		34.936		30.958		3.977		-1.533		2.894						M2		1.530		0.964		0.678

						STAT3		Donor 1		M2		Sample 1		31.334		31.655		-0.321		-0.371		1.293						M1		2.888		3.050		1.687

												Sample 1		31.232		31.383		-0.151		-0.200		1.149						M2		2.808		0.344		1.035

												Sample 1		32.121		31.501		0.620		0.571		0.673						M1		2.722		2.447		2.187

										M1		Sample 2		30.395		32.016		-1.621		-1.670		3.182				CEBPb		M2		1.209		1.559		0.530

												Sample 2		30.791		31.668		-0.877		-0.926		1.900						M1		4.269		3.058		4.829

												Sample 2		31.133		30.759		0.374		0.325		0.798						M2		1.103		1.908		0.475

								Donor 2		M2		Sample 3		33.397		31.518		1.879		-0.950		1.931						M1		0.819		2.358		0.506

												Sample 3		34.702		31.500		3.202		0.373		0.772						M2		0.345		1.524		1.904

												Sample 3		34.517		31.111		3.406		0.577		0.670						M1		0.156		0.211		0.059

										M1		Sample 4		30.247		31.052		-0.804		-3.633		12.409

												Sample 4		30.308		31.420		-1.112		-3.941		15.357

												Sample 4		30.561		31.306		-0.745		-3.574		11.907

								Donor 3		M2		Sample 5		31.553		31.492		0.061		0.119		0.921

												Sample 5		31.284		30.142		1.142		1.201		0.435

												Sample 5		31.256		32.635		-1.379		-1.320		2.497

										M1		Sample 6		30.591		31.053		-0.462		-0.403		1.323

												Sample 6		30.897		31.482		-0.585		-0.526		1.440

												Sample 6		30.768		31.204		-0.436		-0.377		1.299

						IRF5		Donor 1		M2		Sample 19		32.294		31.438		0.856		-0.425		1.343

												Sample 19		31.878		30.698		1.181		-0.101		1.072

												Sample 19		32.690		30.883		1.807		0.526		0.695

										M1		Sample 20		31.836		30.547		1.289		0.008		0.994

												Sample 20		32.943		31.054		1.889		0.608		0.656

												Sample 20		31.210		30.478		0.732		-0.549		1.463

								Donor 2		M2		Sample 21		33.223		31.350		1.874		-0.614		1.530						M1		0.156		0.211		0.059

												Sample 21		33.649		31.108		2.540		0.053		0.964						M2		1.252		1.252		1.252

												Sample 21		34.265		31.217		3.048		0.561		0.678						M1		1.252		1.252		1.252

										M1		Sample 22		32.203		31.246		0.957		-1.530		2.888						M2		1.252		1.252		1.252

												Sample 22		31.695		30.817		0.878		-1.609		3.050						M1		1.252		1.252		1.252

												Sample 22		32.788		31.055		1.733		-0.755		1.687						M2		1.252		1.252		1.252

								Donor 3		M2		Sample 23		32.296		31.124		1.172		-1.489		2.808						M1		1.252		1.252		1.252

												Sample 23		35.512		31.311		4.201		1.539		0.344						M2		1.252		1.252		1.252

												Sample 23		33.739		31.128		2.612		-0.050		1.035						M1		1.252		1.252		1.252

										M1		Sample 24		32.184		30.968		1.217		-1.445		2.722

												Sample 24		32.303		30.933		1.371		-1.291		2.447

												Sample 24		32.523		30.991		1.533		-1.129		2.187

						CEBPb		Donor 1		M2		Sample 13		35.042		31.654		3.388		-0.274		1.209

												Sample 13		34.671		31.650		3.021		-0.641		1.559

												Sample 13		36.081		31.504		4.577		0.915		0.530

										M1		Sample 14		32.619		31.050		1.568		-2.094		4.269

												Sample 14		33.041		30.992		2.049		-1.613		3.058

												Sample 14		32.943		31.553		1.390		-2.272		4.829

								Donor 2		M2		Sample 15		35.185		31.562		3.623		-0.141		1.103

												Sample 15		34.417		31.586		2.832		-0.932		1.908

												Sample 15		36.450		31.614		4.836		1.073		0.475

										M1		Sample 16		36.099		32.048		4.051		0.288		0.819

												Sample 16		33.921		31.395		2.526		-1.237		2.358

												Sample 16		36.043		31.296		4.747		0.984		0.506

								Donor 3		M2		Sample 17		33.328		31.467		1.862		1.537		0.345

												Sample 17		29.769		30.052		-0.283		-0.608		1.524

												Sample 17		31.265		31.869		-0.604		-0.929		1.904

										M1		Sample 18		34.512		31.506		3.005		2.681		0.156

												Sample 18		33.900		31.331		2.569		2.244		0.211

												Sample 18		35.897		31.494		4.403		4.078		0.059

										M2								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M1								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M2								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M1								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M2								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M1								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M2								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M1								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M2								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M1								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M2								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252

										M1								0.000		-0.325		1.252

																		0.000		-0.325		1.252

																		0.000		-0.325		1.252
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						WES Cartridge										WES Cartridge																Donor 1				Donor 2				Donor 3

						1		Ladder																						Mac		M2		M1		M2		M1		M2		M1

				Donor 1		2		M2		STAT6				Donor 1		14		M2		STAT6

						3		M1								15		M1

				Donor 2		4		M2						Donor 2		16		M2

						5		M1								17		M1

				Donor 3		6		M2						Donor 3		18		M2

						7		M1								19		M1

				Donor 1		8		M2		P-STAT6				Donor 1		20		M2		B-ACTIN

						9		M1								21		M1

				Donor 2		10		M2						Donor 2		22		M2

						11		M1								23		M1

				Donor 3		12		M2						Donor 3		24		M2

						13		M1								25		M1









								Protocol

						1		Isolate monocytes from whole blood and differentiate M1 (GM-CSF) and M2 (M-CSF) for 6 days 

						2		Wash, scrape, and collect cells for plating after 6 days

						3		Plate polarize M1 (20ng/ml GM-CSF, 20ng/ml IFNg) and M2 (40ng/ml M-CSF, 20ng/ml TGFb1/IL-10/IL-4) Mac at 80K/well into clear bottom 96-well TC plate

						4		Sit at room temp for 1 hours before placing plates into TC incubator

						5		Incubate for 2 days (48hr) in TC incubator

						6		Aspirate media

						7		Prepare phosphatase/protease inhibitor + RIPA lysis buffer, add 50ul into each well

						8		Freeze cell lysate down until Western Blot analysis

						9		Prepare WES sample buffer and add to cell lysate

						10		Heat @ 95C for 8 minutes

						11		Add samples into WES cartridge, load primary antibodies (anti-STAT6, anti-PSTAT6, and anti-Beta Actin) into appropriate well

						12		Load Goat anti-rabbit IgG HRP antibody, and west fempto reagent

						13		Load samples into WES instrument and run the ProteinSimple WES

						14		Assess STAT6 and PhoshoSTAT6 protein











														% B-ACTIN

								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

						Donor 1		Donor1_M2		Anti-Beta-Actin Rb pAb		20		5.86		11.89

								Donor1_M1		Anti-Beta-Actin Rb pAb		21		35.99		0.00

						Donor 2		Donor2_M2		Anti-Beta-Actin Rb pAb		22		5.33		11.20

								Donor2_M1		Anti-Beta-Actin Rb pAb		23		15.51		0.00

						Donor 3		Donor3_M2		Anti-Beta-Actin Rb pAb		24		5.84		15.40

								Donor3_M1		Anti-Beta-Actin Rb pAb		25		37.40		0.00



								Sample		Primary		Capillary		STAT6		P-STAT6		B-Actin

								M2Mac_Dn1		Anti-STAT6 Rb mAb		2		8465		17163		144390

								M2Mac_Dn2		Anti-STAT6 Rb mAb		3		8909		18720		167143

								M2Mac_Dn3		Anti-STAT6 Rb mAb		4		4490		11840		76872

								M1Mac_Dn1		Anti-STAT6 Rb mAb		5		4957		0		13772

								M1Mac_Dn2		Anti-STAT6 Rb mAb		6		9933		0		64029

								M1Mac_Dn3		Anti-STAT6 Rb mAb		7		6779		0		18127



								Sample		Primary		Capillary		STAT6		P-STAT6		B-Actin

								M2Mac_Dn1		Anti-Beta-Actin Rb pAb		20						144390

								M2Mac_Dn2		Anti-Beta-Actin Rb pAb		21						167143

								M2Mac_Dn3		Anti-Beta-Actin Rb pAb		22						76872

								M1Mac_Dn1		Anti-Beta-Actin Rb pAb		23						13772

								M1Mac_Dn2		Anti-Beta-Actin Rb pAb		24						64029

								M1Mac_Dn3		Anti-Beta-Actin Rb pAb		25						18127



								Sample		Primary		Capillary		STAT6		P-STAT6

								M2Mac_Dn1		Anti-P-STAT6 Rb mAb		8				17163

								M2Mac_Dn2		Anti-P-STAT6 Rb mAb		9				18720

								M2Mac_Dn3		Anti-P-STAT6 Rb mAb		10				11840

								M1Mac_Dn1		Anti-P-STAT6 Rb mAb		11				0

								M1Mac_Dn2		Anti-P-STAT6 Rb mAb		12				0

								M1Mac_Dn3		Anti-P-STAT6 Rb mAb		13				0
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						WES Cartridge										WES Cartridge																Donor 1				Donor 2				Donor 3

						1		Ladder																						Mac		M2		M1		M2		M1		M2		M1

				Donor 1		2		M2		STAT6				Donor 1		14		M2		STAT6

						3		M1								15		M1

				Donor 2		4		M2						Donor 2		16		M2

						5		M1								17		M1

				Donor 3		6		M2						Donor 3		18		M2

						7		M1								19		M1

				Donor 1		8		M2		P-STAT6				Donor 1		20		M2		B-ACTIN

						9		M1								21		M1

				Donor 2		10		M2						Donor 2		22		M2

						11		M1								23		M1

				Donor 3		12		M2						Donor 3		24		M2

						13		M1								25		M1









								Protocol

						1		Isolate monocytes from whole blood and differentiate M1 (GM-CSF) and M2 (M-CSF) for 6 days 

						2		Wash, scrape, and collect cells for plating after 6 days

						3		Plate polarize M1 (20ng/ml GM-CSF, 20ng/ml IFNg) and M2 (40ng/ml M-CSF, 20ng/ml TGFb1/IL-10/IL-4) Mac at 80K/well into clear bottom 96-well TC plate

						4		Sit at room temp for 1 hours before placing plates into TC incubator

						5		Incubate for 2 days (48hr) in TC incubator

						6		Aspirate media

						7		Prepare phosphatase/protease inhibitor + RIPA lysis buffer, add 50ul into each well

						8		Freeze cell lysate down until Western Blot analysis

						9		Prepare WES sample buffer and add to cell lysate

						10		Heat @ 95C for 8 minutes

						11		Add samples into WES cartridge, load primary antibodies (anti-STAT6, anti-PSTAT6, and anti-Beta Actin) into appropriate well

						12		Load Goat anti-rabbit IgG HRP antibody, and west fempto reagent

						13		Load samples into WES instrument and run the ProteinSimple WES

						14		Assess STAT6 and PhoshoSTAT6 protein











														% B-ACTIN

								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

						Donor 1		Donor1_M2		Anti-Beta-Actin Rb pAb		20		1.53		3.50		196403

								Donor1_M1		Anti-Beta-Actin Rb pAb		21		5.74		0.00		271870

						Donor 2		Donor2_M2		Anti-Beta-Actin Rb pAb		22		0.82		3.68		104157

								Donor2_M1		Anti-Beta-Actin Rb pAb		23		4.21		0.00		257106

						Donor 3		Donor3_M2		Anti-Beta-Actin Rb pAb		24		0.56		1.25		298410

								Donor3_M1		Anti-Beta-Actin Rb pAb		25		4.96		0.00		282582



								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

								Donor1_M2		Anti-STAT6 Rb mAb		2		2998

								Donor1_M1		Anti-STAT6 Rb mAb		3		15596

								Donor2_M2		Anti-STAT6 Rb mAb		4		858

								Donor2_M1		Anti-STAT6 Rb mAb		5		10815

								Donor3_M2		Anti-STAT6 Rb mAb		6		1676

								Donor3_M1		Anti-STAT6 Rb mAb		7		14019



								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

								Donor1_M2		Anti-Phosho-STAT6 Rb mAb		8				6877

								Donor1_M1		Anti-Phosho-STAT6 Rb mAb		9				0

								Donor2_M2		Anti-Phosho-STAT6 Rb mAb		10				3838

								Donor2_M1		Anti-Phosho-STAT6 Rb mAb		11				0

								Donor3_M2		Anti-Phosho-STAT6 Rb mAb		12				3717

								Donor3_M1		Anti-Phosho-STAT6 Rb mAb		13				5



								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

								Donor1_M2		Anti-STAT6 Rb mAb		14		2818

								Donor1_M1		Anti-STAT6 Rb mAb		15		13652

								Donor2_M2		Anti-STAT6 Rb mAb		16		438

								Donor2_M1		Anti-STAT6 Rb mAb		17		10673

								Donor3_M2		Anti-STAT6 Rb mAb		18		1332

								Donor3_M1		Anti-STAT6 Rb mAb		19		12869
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						WES Cartridge										WES Cartridge																Donor 1				Donor 2				Donor 3

						1		Ladder																						Mac		M2		M1		M2		M1		M2		M1

				Donor 1		2		M2		STAT6				Donor 1		14		M2		STAT6

						3		M1								15		M1

				Donor 2		4		M2						Donor 2		16		M2

						5		M1								17		M1

				Donor 3		6		M2						Donor 3		18		M2

						7		M1								19		M1

				Donor 1		8		M2		P-STAT6				Donor 1		20		M2		B-ACTIN

						9		M1								21		M1

				Donor 2		10		M2						Donor 2		22		M2

						11		M1								23		M1

				Donor 3		12		M2						Donor 3		24		M2

						13		M1								25		M1









								Protocol

						1		Isolate monocytes from whole blood and differentiate M1 (GM-CSF) and M2 (M-CSF) for 6 days 

						2		Wash, scrape, and collect cells for plating after 6 days

						3		Plate polarize M1 (20ng/ml GM-CSF, 20ng/ml IFNg) and M2 (40ng/ml M-CSF, 20ng/ml TGFb1/IL-10/IL-4) Mac at 80K/well into clear bottom 96-well TC plate

						4		Sit at room temp for 1 hours before placing plates into TC incubator

						5		Incubate for 2 days (48hr) in TC incubator

						6		Aspirate media																						70																24

						7		Prepare phosphatase/protease inhibitor + RIPA lysis buffer, add 50ul into each well

						8		Freeze cell lysate down until Western Blot analysis																						20ul Rxn														10ul Rxn

						9		Prepare WES sample buffer and add to cell lysate																						Condition for CEBPb														Condition for CEBPb

						10		Heat @ 95C for 8 minutes																						qPCR				Rxn		Total Rxn		Total Rxn						qPCR				Rxn		Total Rxn

						11		Add samples into WES cartridge, load primary antibodies (anti-STAT6, anti-PSTAT6, and anti-Beta Actin) into appropriate well																						Per Rxn				1		70		ERROR:#REF!						Per Rxn				1		24

						12		Load Goat anti-rabbit IgG HRP antibody, and west fempto reagent																						4X 1 step qPCR Mix				5		350		ERROR:#REF!						4X 1 step qPCR Mix				2.5		60

						13		Load samples into WES instrument and run the ProteinSimple WES																						60X RSP13				0.35		24.5		ERROR:#REF!						60X RSP13				0.2		4.8

						14		Assess STAT6 and PhoshoSTAT6 protein																						60X Stat6				0.35		24.5		ERROR:#REF!						60X Stat6				0.2		4.8

																														Water				10.3		721		ERROR:#REF!						Water				4.1		98.4

																														Lysates				5		5		5						Lysates				3		3

																														Total				20		1120		ERROR:#REF!						Total				10		168





														% B-ACTIN

								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

						Donor 1		Donor1_M2		Anti-Beta-Actin Rb pAb		20		1.53		3.50		196403

								Donor1_M1		Anti-Beta-Actin Rb pAb		21		5.74		0.00		271870

						Donor 2		Donor2_M2		Anti-Beta-Actin Rb pAb		22		0.82		3.68		104157

								Donor2_M1		Anti-Beta-Actin Rb pAb		23		4.21		0.00		257106

						Donor 3		Donor3_M2		Anti-Beta-Actin Rb pAb		24		0.56		1.25		298410

								Donor3_M1		Anti-Beta-Actin Rb pAb		25		4.96		0.00		282582



								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

								Donor1_M2		Anti-STAT6 Rb mAb		2		2998

								Donor1_M1		Anti-STAT6 Rb mAb		3		15596

								Donor2_M2		Anti-STAT6 Rb mAb		4		858

								Donor2_M1		Anti-STAT6 Rb mAb		5		10815

								Donor3_M2		Anti-STAT6 Rb mAb		6		1676

								Donor3_M1		Anti-STAT6 Rb mAb		7		14019



								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

								Donor1_M2		Anti-Phosho-STAT6 Rb mAb		8				6877

								Donor1_M1		Anti-Phosho-STAT6 Rb mAb		9				0

								Donor2_M2		Anti-Phosho-STAT6 Rb mAb		10				3838

								Donor2_M1		Anti-Phosho-STAT6 Rb mAb		11				0

								Donor3_M2		Anti-Phosho-STAT6 Rb mAb		12				3717

								Donor3_M1		Anti-Phosho-STAT6 Rb mAb		13				5



								Sample		Primary		Capillary		STAT6		P-STAT6		B-ACTIN

								Donor1_M2		Anti-STAT6 Rb mAb		14		2818

								Donor1_M1		Anti-STAT6 Rb mAb		15		13652

								Donor2_M2		Anti-STAT6 Rb mAb		16		438

								Donor2_M1		Anti-STAT6 Rb mAb		17		10673

								Donor3_M2		Anti-STAT6 Rb mAb		18		1332

								Donor3_M1		Anti-STAT6 Rb mAb		19		12869
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Supplementary Figure 2
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Supplementary Figure 5
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SUPPLEMENTARY TABLES



TABLE S1

Macrophage [Macrophage |Macrophage (Macrophage |Macropt Macroph

cluster 1 cluster 2 cluster 3 cluster 4 cluster 5 cluster 6 NK NKT DC T pDC Mast cells|B
1 Clga 111b Rsad2 Top2a Rgcc Retnla Gzma 112rb Ccl22 Cd3g Klk1 Mcptd Cd79a
2 Clgb Thbs1 Marcks Ube2c Hilpda Rnase2a Gzmb Gzmb Ramp3 Trbc2  |Ccr9 Cpa3 Ebfl
3 Clqc Ly6c2 Ctsb Mki67 Bnip3 Cd163 Nkg7 Prfl Cbfa2t3 |Cd3d Siglech Cypllal |Ms4al
4 Ms4a7 Ptgs2 Sdc3 Birc5 Lgals3 1gf1 Prfl Nkg7 Sept3 Cd3e Cox6a2 |[Mcpt8 Iglc2
5 Ctsc Cd14 Rgll Tubb5 Egin3 Ednrb Ctla2a Trbcl Cd209a  [Ctlad4 Cyb561a3 |Gata2 Fcmr
6 Ccndl Clecde Hmox1 Stmn1l 117r Ccl24 112rb Gzma 114i1 Trac Bcllla Fcerla Ly6d
7 Trem2 Gprl41l Psap Pclaf Argl Mrcl Msdadb  [Trbc2 Tbcld4 |Icos 1glc3 Hs3stl Pax5
8 Cd72 Plaur Ifit2 Hmgb2 Eroll Cltc Ncrl Thyl Timd4 Tnfrsf4 |Atplbl Cd200r3 |Pou2afl
9 Cd81 F10 1118bp Hist1hlb Ndrgl Ap2a2 Txk Ms4adb [Lspl Cd2 Klk1b27 |Ms4a2 Tnfrsf13c
10 Cd63 Ccr2 Irf7 Tubalb Ctsl Selenop Klrd1l Cd3g Syngr2 Cd8b1 |Fcrla 1113 Mzb1
11 Cadm1 Cebpb Plin2 Cdk1 Hmox1 Maf Serpinb6b [Satbl Cer7 Cxcré  |Cd7 Mrgprbl |lgkc
12 Sashl S$100a11 Clec4al Cdca8 Ftll Dazap2 Satbl Icos Cst3 Cd28 Pacsinl  |Tphl Iglcl
13 Camk1 Cdknla Oas3 Cenpf Plin2 Cclé Ctsw Serpinb9 |Cacnb3  |Tnfrsf18 [Mctp2 114 Iglc3
14 Hexa Lstl SIifn5 Smc2 Nos2 Ccl9 Gimap4 Klrd1 Cytip Pdcdl [Spib Tpsb2 Ighd
15 Grn Mcempl Ifi44 Cdca3 Slc2al Junb Septl Sh2d2a |Mmp25 |Lat Mzb1l Tpsabl |Bankl
16 Lyz2 Jarid2 Cd274 Tpx2 Clec4d Gm42418 Trbcl Vps37b  |Gent2 Bclllb |Smim5 Ctsg Cd79%b
17 Pld4 Prdx5 Grina Prcl Inhba Lgmn Car2 Cd3d Pkib Cd8a Tmem108 |Serpinbla|Bcllla
18 Cd93 Socs3 1fi202b Cks1b F10 Fegrt Sh2d2a Tnfrsf9  [H2-Aa Thyl Gm21762 |Cmal Siglecg
19 Adgrel Maltl Oasl2 Cenpe Baspl Clec10a Eomes Etsl H2-Ebl [Cd6 Rnase6 |Hdc Ralgps2
20 Cxcl16 Ms4adc Ednrb Smc4 Fthl Mafb Klrel Serpinb6b |Napsa Lck Sla2 111rl1 Cd55
21 Plau Vcan 1fi204 Pttgl Cstb Cbr2 Trdc Cd3e Atox1 1tk Runx2 KIf5 Ighm
22 Ch25h TIr2 Gm15056 Racgapl Card19 Marcks Skapl Lck H2-DMb2 |Gimap3 |Ighm Sytl3 Ccr7
23 Dab2 Plac8 Lgmn Ccna2 P4hb Gasb Serpinb9  [lkzf2 111r2 Cd27 Sell Hgf Scdl
24 Fcgr3 Nfkbia Maf Rrm2 Adam8 F13al Ptprcap Ablim1 Cd74 Ptprcap |Tubgcp5 |Cish Gm8369
25 Msrl Csf2rb Cfb Ccnb2 Mmp12 Duspl Serpinb9b [Ctla2a Gnb4 Skapl |Relll Socs2 Mef2c
26 C3arl Ltb4rl Oasll Tkl Srgn Jund Gimap3 Trac Cd24a Cd5 Rabgap1ll |Furin Rps27
27 Timp2 Cybb Fgl2 Nusapl Prdx6 Gda Gem Gimap3 |H2-Abl [Msdadb |Tcf4 Cyp4f18 |BE692007
28 Slamf9 Samhdl Ifitl Ccnbl Mxil Timp2 Bcl2 Ptprcap |Etv3 Etsl Tex2 116 4930523C07Rik
29 Clec12a Slc7all Ctsd Cdc20 Grina KIf6 Vps37b Txk Fscnl Septl |Abhd17b |tk Cd37
30 Hexb Osm Cregl Incenp Mmp8 Zfp3611 Ablim1 Cd28 S100al1l |Sh2d2a [St8sia4 ler3 Serpl
31 Gatm Nirp3 1sg15 Histlh2ap Vegfa Egrl Etsl Bcl2 Myolg 112rb Bink Slc7a5 Slprl
32 Stabl Nrgl Slfn4 H2afx Pdpn KIf4 Klra3 Cd8a Tubala |Gimap4 |Mef2c Ctse Jund
33 Ctss Ccrl2 Ctsl Tmpo Cxcl3 Mgl2 AW112010[Ctlad Rel Ltb Tspanl3 |Cd9 Sell
34 1gfbpa Hp Gbp4 Ran Slc7a2 Glul 1rf8 Nabpl Mgl2 Ablim1 |[Slpi Inpp4b Smc6
35 Unc93bl Sod2 Ccl8 Anp32b Cxcl2 Aplbl Ptprc Gimap4 |St8sia4 112ra Dnajc7 Csfl Foxpl
36 Apoe Ifitm6 Wfdc17 H2afz Smox Aplp2 Ugcg Skapl Cripl Nkg7 P2ry14 Gentl Napsa
37 Itm2b Cytip Duspl Ube2s Mmp13 Ccl8 Ptpn22 Nrgn Trafl Tnfrsf9 |Nucb2 Neatl Gimap6
38 Snx2 Ly6i Saa3 Nucks1 Fabp5 Trf Klrk1 Ptpn22 Ncoa7 Trbcl |Gprl71 |Csf2rb H2-DMb2
39 Cfp ler3 Cmpk2 Cks2 Slpi Stard8 I1fngrl Klrcl H2afz Ptpn22 |[Tcf12 Taxlbpl |[Zbtb20
40 Ccl12 Cxcl2 Tnfaip2 Tubb4b Mtl Zfp703 Selplg Cd8b1 Map4k4 |Vvgll4 Irf8 Csf2rb2  [BInk
41 Pmp22 Smox Fabp5 Slamf9 Errfil KIf2 Dennd4a |Ctsw H2-DMb1 |Satbl Smc6 Gm20186 [Stk17b
42 Ccl7 Vegfa S100a9 Ranbpl Thbs1 Fosb Thyl Tnfrsf18 [Ifitm1 Vps37b |Bst2 Ifitm1 Etsl
43 Fcgrd Slpi Prdx1 Clga Phidal Idh1 Vgll4 Ncrl Wdfy4 Gzmb  [Selplg Fosb Satbl
44 Fcgr2b Inhba GO0s2 Clgb Cxcll Lbh Tnfrsf9 Cxcré Serpinb6b | Ikzf2 Cadm1 Ctla2a Cd69
45 Cxcl9 Cd74 S100a8 Clqc Plk2 Rhob 1118rap Itgal Tnip3 Klrd1 Xbpl Egr3 Dnajc7
46 Mrcl 1d3 Chil3 Cenpa Ptgs2 Wwpl Gzmc Ltb Tmem123|Smad7 [Mpegl Rgsl Slamfé
47 Ccl2 H2-Aa Argl Gatm Hbegf Fnl Xcl1 Gzmc Naaa Prfl Pld4 Ccl3 Rabgap1l
48 Atplb3 I11a Cd36 Ch25h INE] Rnase4 Cemip2 Cemip2 [Serpinb9 |Uhrf2 Pltp Ccl4 Pde7a
49 ligpl H2-Abl Pf4 Pcna Pf4 Wifdc17 Ccl5 Stat3 Samsnl |Rora Plac8 Plk3 Fchsd2
50 Vcaml Cxcl10 Ccl24 Ccl12 Hspala Hal Gzmd Gzmf Ccl5 Gzmf Ncfl Frmddb [Tsc22d3

Table S1: Clusters identified by single cell RNAseq in the CT26 tumor infiltrate.




TABLE S2

Macrophage Cluster 3 Macrophage Cluster 5

p_val avg_logFC|pct.1 pct.2 p_val_adj p_val avg_logFC|pct.1 pct.2 p_val_adj
1 |Cxcl9 2.56E-28| 1.387886 0.634 0.266| 5.29E-24 1 |[Nos2 3.55E-23| -1.0948 0.333 0.73| 7.33E-19
2 |Rpsl2 1.44E-23| 0.407943 1 0.994| 2.96E-19 2 |Rps3al 4.91E-23| 0.391922 0.995 0.975| 1.01E-18
3 |Ftl1 6.64E-23| -0.41809 1 1| 1.37E-18 3 |Rpl12 5.91E-22| 0.552619 0.949 0.863| 1.22E-17
4 |Rpl23 3.87E-22| 0.372373 0.993 0.977| 8.00E-18 4 |Gm15056 | 1.15E-20| -1.75618 0.081 0.412| 2.37E-16
5 |Rps24 1.84E-20| 0.373368 1 0.979| 3.80E-16 5 |Rpl32 1.64E-20| 0.504434 0.98 0.967| 3.39E-16
6 |Cstb 6.49E-20( -0.41189 0.959 0.988| 1.34E-15 6 |Rpl3 4.26E-20| 0.451053 0.944 0.875| 8.80E-16
7 |Rpl18a 1.81E-19] 0.396118 0.979 0.951| 3.74E-15 7 |Rpll3a 2.00E-19| 0.480926 0.955 0.919| 4.13E-15
8 |lgfbpd 1.84E-19| 0.503659 0.324 0.085| 3.80E-15 8 |Rpsi2 3.39E-19| 0.462887 0.995 0.982| 7.00E-15
9 [Hmox1 5.57E-19| -0.68678 0.766 0.952| 1.15E-14 9 |Eeflal 2.99E-18| 0.322594 1 0.99| 6.18E-14
10 |Rps4x 6.59E-19| 0.435325 0.993 0.964| 1.36E-14 10 |Lyz2 4.09E-18 0.81 0.899 0.766| 8.44E-14
11 |Rpl13a 3.58E-18| 0.442749 0.972 0.949| 7.39E-14 11 |Rps4x 4.42E-18| 0.412588 0.97 0.964| 9.14E-14
12 |Fthl 4.16E-18| -0.64596 1 1| 8.59E-14 12 |Rps20 5.11E-18| 0.379528 0.995 0.975| 1.05E-13
13 |Rps20 6.04E-18| 0.376904 0.993 0.987| 1.25E-13 13 |Rps8 5.87E-18| 0.388401 0.995 0.969| 1.21E-13
14 |Apoe 6.99E-18| 0.780726 0.952 0.781| 1.44E-13 14 |Rps19 1.52E-17| 0.427067 0.98 0.947| 3.14E-13
15 |Rpl13 8.04E-18| 0.38878 0.986 0.979( 1.66E-13 15 |Socsl 1.95E-17| -0.8792 0.263 0.527| 4.02E-13
16 |Grina 1.75E-16| -0.52504 0.766 0.925( 3.61E-12 16 |Rpl1l0a 2.54E-17| 0.506779 0.949 0.845| 5.24E-13
17 [H2-Abl 1.88E-16| 0.821725 0.876 0.78| 3.87E-12 17 |Tapbp 5.17E-17| -0.65621 0.596 0.789| 1.07E-12
18 |Rps19 1.96E-16| 0.362926 0.979 0.966| 4.05E-12 18 |Rpl13 5.76E-17| 0.419681 0.985 0.962| 1.19E-12
19 |Rpl27a 2.08E-16| 0.323732 1 0.987| 4.30E-12 19 |Zbpl 5.92E-17| -0.5998 0.283 0.646| 1.22E-12
20 |Atplb3 3.93E-16| 0.532755 0.89 0.892 8.11E-12 20 |Grina 7.17E-17| -0.59042 0.798 0.941| 1.48E-12
21 |Cd86 4.52E-16| 0.429905 0.448 0.335( 9.34E-12 21 [Rps27a 7.29E-17]| 0.383932 0.995 0.964| 1.50E-12
22 |Rpl30 7.22E-16| 0.347924 0.986 0.968| 1.49E-11 22 |Sod2 7.74E-17| -0.70217 0.753 0.896| 1.60E-12
23 |Clec4d 1.07E-15| -0.70028 0.531 0.787| 2.20E-11 23 [Tmsb10 1.02E-16| -0.72184 0.909 0.969| 2.11E-12
24 [Rpsil 1.32E-15| 0.41841 0.993 0.975( 2.72E-11 24 |Rps5 1.45E-16| 0.432161 0.96 0.952| 3.00E-12
25 |Eeflal 1.59E-15| 0.27884 1 0.997( 3.29E-11 25 |Ccl6 1.88E-16| 0.641943 0.924 0.718| 3.88E-12
26 |(Tptl 1.85E-15| 0.245561 1 1| 3.81E-11 26 |Mrcl 1.89E-16| 0.891925 0.813 0.534| 3.90E-12
27 |Trf 2.01E-15| 0.581443 0.531 0.339( 4.15E-11 27 (B2m 6.25E-16| -0.38365 1 1| 1.29E-11
28 |Por 2.20E-15| -0.4174 0.503 0.825( 4.55E-11 28 |[Rpl5 7.23E-16| 0.536326 0.909 0.753| 1.49E-11
29 [Ccndl 2.31E-15| 0.608515 0.462 0.303| 4.78E-11 29 |Rackl 7.79E-16| 0.447237 0.97 0.898| 1.61E-11
30 |Rpl19 4.48E-15| 0.299707 0.993 0.981| 9.25E-11 30 |Rpl14 1.09E-15| 0.464316 0.929 0.83] 2.24E-11
31 |Rpsl6 4.94E-15| 0.326395 1 0.988| 1.02E-10 31 |Ccl9 1.27E-15| 0.540685 0.909 0.69| 2.62E-11
32 |Rps10 8.27E-15| 0.356878 0.986 0.98( 1.71E-10 32 |AW11201( 2.54E-15| -1.08653 0.46 0.702| 5.25E-11
33 |ElI2 9.12E-15| -0.55826 0.31 0.639| 1.88E-10 33 |Cstb 4.05E-15| -0.3851 0.97 0.992| 8.37E-11
34 |Rps15 9.54E-15| 0.409783 0.986 0.965| 1.97E-10 34 [Rpsll 4.19E-15| 0.397807 0.98 0.957| 8.65E-11
35 |Rpl28 9.88E-15| 0.372546 0.993 0.96( 2.04E-10 35 |Rpl18a 4.70E-15| 0.399111 0.985 0.934| 9.71E-11
36 |Rps9 1.43E-14] 0.337039 0.986 0.996| 2.96E-10 36 |Pf4 4.71E-15| 0.840589 0.818 0.537| 9.72E-11
37 [Rpl6 1.77E-14| 0.326065 0.993 0.96( 3.65E-10 37 |Rpsa 5.26E-15| 0.373682 0.955 0.934| 1.09E-10
38 |Rpl23a 3.35E-14| 0.374767 0.966 0.933]| 6.92E-10 38 |Rps7 6.14E-15| 0.365886 0.98 0.939| 1.27E-10
39 |Rpl10a 7.38E-14| 0.403634 0.966 0.922| 1.52E-09 39 |Glrx 7.38E-15| -0.77414 0.677 0.832| 1.52E-10
40 |Lgals3 8.43E-14| -0.58529 0.945 0.981| 1.74E-09 40 [Rpsl4 8.72E-15| 0.327626 0.975 0.954| 1.80E-10
41 |Rps27a 9.95E-14| 0.293781 1 0.981| 2.05E-09 41 |Rplpl 9.84E-15| 0.393351 0.985 0.99| 2.03E-10
42 |Gm10076 | 1.18E-13| 0.292342 0.545 0.505| 2.44E-09 42 |Cebpb 1.15E-14| 0.383075 0.995 0.908| 2.37E-10
43 |Glrx 1.74E-13| -0.56945 0.655 0.876| 3.59E-09 43 |Rps13 1.17E-14| 0.324799 0.985 0.947| 2.42E-10
44 |Cds1l 1.82E-13| 0.410449 0.345 0.116| 3.75E-09 44 [Rps15 1.89E-14| 0.415933 0.965 0.921| 3.91E-10
45 |Cd36 2.42E-13| -0.94507 0.193 0.449| 4.99E-09 45 [Rps24 2.14E-14| 0.343876 0.99 0.972| 4.43E-10
46 |[Rps5 2.57E-13| 0.360872 0.986 0.976( 5.30E-09 46 |[Timp2 6.78E-14| 0.741964 0.535 0.277| 1.40E-09
47 [Rps7 2.64E-13| 0.356396 1 0.96| 5.44E-09 47 |Rps10 8.40E-14| 0.347008 0.995 0.967| 1.74E-09
48 |Eeflb2 3.26E-13| 0.370191 0.952 0.881| 6.72E-09 48 |Rpl17 1.74E-13| 0.367938 0.975 0.944| 3.59E-09
49 |Lilrdb 7.02E-13| -0.42412 0.793 0.927( 1.45E-08 49 |Prdx6 2.09E-13| -0.64006 0.747 0.911| 4.32E-09
50 |Rpl32 1.34E-12| 0.37917 0.986 0.967| 2.77E-08 50 |llirn 3.22E-13| -0.6375 0.783 0.931| 6.65E-09
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p_val avg_logFC|pct.1 pct.2 p_val_adj
51 |Rplp2 1.46E-12| 0.320473 1 0.976( 3.01E-08
52 |Cox7a2l | 1.60E-12| 0.360855 0.752 0.716( 3.30E-08
53 |Gas5 1.85E-12| 0.321564 0.503 0.477| 3.83E-08
54 |Rplpl 2.59E-12| 0.245388 0.993 0.997| 5.35E-08
55 |Rpl17 6.35E-12| 0.350173 0.993 0.971| 1.31E-07
56 |Cd83 7.20E-12| 0.572638 0.669 0.548( 1.49E-07
57 |Atp5g2 8.16E-12| 0.334846 0.91 0.893[ 1.68E-07
58 |Ctsl 8.24E-12| -0.64894 0.966 0.992( 1.70E-07
59 |Rps3 8.41E-12| 0.321921 0.979 0.944( 1.74E-07
60 |Blvrb 1.02E-11| -0.49678 0.745 0.882| 2.11E-07
61 |Eif3f 1.40E-11| 0.357628 0.91 0.86( 2.89E-07
62 |Fau 1.60E-11| 0.264386 1 0.99( 3.30E-07
63 |Heatr5a | 1.82E-11| 0.192735 0.269 0.17| 3.76E-07
64 |Rpl37a 2.66E-11| 0.329926 1 0.988| 5.50E-07
65 |RplS 2.89E-11| 0.380935 0.945 0.874| 5.96E-07
66 |l110ra 3.32E-11| 0.365333 0.634 0.546| 6.86E-07
67 |Twf2 3.47E-11| 0.263309 0.579 0.565| 7.16E-07
68 |Rps3al 3.94E-11| 0.273536 1 0.987| 8.14E-07
69 |[Rpl36a 4.69E-11] 0.335942 0.897 0.849| 9.68E-07
70 |H2-Ebl 5.17E-11| 0.728322 0.821 0.687| 1.07E-06
71 |Slc48al 5.59E-11| -0.47072 0.49 0.75[ 1.15E-06
72 |Cd274 6.77E-11| -0.48477 0.717 0.893| 1.40E-06
73 |Dnasell3 | 6.84E-11| 0.361288 0.228 0.083| 1.41E-06
74 |Palld 6.95E-11| 0.296046 0.366 0.22( 1.44E-06
75 |Clgb 7.15E-11] 0.654351 0.662 0.594| 1.48E-06
76 |Prdx6 7.40E-11]| -0.52589 0.476 0.697| 1.53E-06
77 |Ctsd 8.17E-11| -0.43154 0.952 0.992| 1.69E-06
78 |Rackl 8.66E-11| 0.28781 0.972 0.97| 1.79E-06
79 |Rpl3 1.01E-10| 0.331619 0.993 0.952( 2.08E-06
80 |Sod2 1.11E-10| -0.50337 0.786 0.909( 2.29E-06
81 |Rpl12 1.56E-10| 0.324756 0.972 0.948| 3.21E-06
82 |Rps25 2.16E-10| 0.284324 0.931 0.937 4.45E-06
83 |Smpdi3a | 2.28E-10| -0.47752 0.476 0.716( 4.71E-06
84 |H2-Aa 2.74E-10| 0.742458 0.89 0.771| 5.65E-06
85 |Lyz2 2.83E-10| 0.492306 0.972 0.915| 5.85E-06
86 |R3hccll 3.51E-10| 0.103478 0.117 0.117| 7.24E-06
87 |Eifde 3.56E-10| -0.37911 0.538 0.777| 7.34E-06
88 |Rpl7 3.92E-10| 0.296474 1 0.972 8.10E-06
89 |Commd4 | 4.58E-10| 0.116971 0.379 0.419( 9.47E-06
90 |Gm14636| 4.73E-10| -0.66941 0.228 0.486( 9.77E-06
91 |Ly86 4.77E-10| 0.397399 0.731 0.625( 9.86E-06
92 |Cndp2 5.79E-10| -0.3295 0.91 0.963| 1.20E-05
93 |AA467197| 6.27E-10| -0.64409 0.166 0.363| 1.30E-05
94 |Rps29 6.75E-10| 0.184879 1 0.992| 1.39E-05
95 |Cd74 6.99E-10| 0.65164 0.966 0.884| 1.44E-05
96 |Prdx1 7.07E-10| -0.58071 0.979 0.992| 1.46E-05
97 |Rpl18 7.13E-10| 0.306328 0.966 0.963| 1.47E-05
98 |Ly6c2 7.19E-10| -0.64411 0.407 0.68| 1.48E-05
99 |Serinc3 7.30E-10| 0.343362 0.883 0.859| 1.51E-05
100 |Csflr 7.40E-10| 0.34238 0.848 0.806| 1.53E-05

p_val avg_logFC|pct.1 pct.2 p_val_adj
51 |Irf7 5.17E-13| -0.54559 0.495 0.781| 1.07E-08
52 |S100a4 6.35E-13] 0.575561 0.884 0.735| 1.31E-08
53 |Rpl27a 6.92E-13| 0.305083 0.98 0.98| 1.43E-08
54 |Rpsl5a 1.14E-12| 0.318098 0.975 0.977| 2.35E-08
55 |Rps3 1.47E-12| 0.298836 0.98 0.941| 3.04E-08
56 |Rpl23 1.75E-12| 0.323427 0.995 0.982| 3.61E-08
57 |Eeflb2 2.51E-12| 0.468619 0.869 0.743| 5.19E-08
58 |AA467197| 3.05E-12| -1.02935 0.182 0.438| 6.30E-08
59 |Npc2 3.49E-12| -0.37602 0.98 0.997| 7.20E-08
60 |Selenop | 4.36E-12| 0.636955 0.475 0.214| 9.01E-08
61 |[Slamf7 6.97E-12| -0.61454 0.157 0.417| 1.44E-07
62 |Prdx5 8.66E-12| -0.50848 0.909 0.975| 1.79E-07
63 |Fthl 9.28E-12| -0.44774 1 1| 1.92E-07
64 |H2-T23 9.91E-12| -0.50225 0.444 0.669| 2.05E-07
65 |mt-Nd1 1.06E-11| 0.539582 0.899 0.85| 2.19E-07
66 |Slc31al 1.26E-11| -0.53055 0.399 0.656| 2.60E-07
67 |Rsad2 1.33E-11| -0.89516 0.318 0.623| 2.74E-07
68 |[Slc31a2 1.36E-11| -0.40679 0.333 0.618| 2.82E-07
69 |Uppl 1.38E-11| -0.4806 0.399 0.705| 2.86E-07
70 |Gbp2b 1.59E-11| -0.55761 0.333 0.618| 3.28E-07
71 |Gbp2 1.67E-11| -0.60797 0.343 0.641| 3.44E-07
72 |Rpl7 1.84E-11| 0.337044 0.99 0.962| 3.81E-07
73 |Rpl8 2.27E-11| 0.253696 0.949 0.962| 4.70E-07
74 |Cd274 2.56E-11| -0.56469 0.677 0.835| 5.28E-07
75 |Fcgrt 5.45E-11| 0.551011 0.323 0.145| 1.12E-06
76 [Rpl9 5.79E-11] 0.298479 0.985 0.969| 1.20E-06
77 |Rpl22 6.47E-11| 0.322706 0.919 0.901| 1.34E-06
78 |Calm3 6.69E-11| -0.4285 0.677 0.758| 1.38E-06
79 |Rplp0 7.43E-11| 0.339448 0.975 0.936| 1.53E-06
80 |Cd300If 9.30E-11| -0.60384 0.586 0.763| 1.92E-06
81 |Rpl27 1.03E-10| 0.310947 0.975 0.952| 2.12E-06
82 [Rpl28 1.04E-10| 0.357823 0.97 0.962| 2.15E-06
83 |Cd200 1.06E-10| -0.62371 0.086 0.333| 2.19E-06
84 |Rpl7a 1.29E-10| 0.301745 0.944 0.898| 2.67E-06
85 |Rps25 1.42E-10| 0.277815 0.939 0.919| 2.93E-06
86 |Hk3 1.59E-10| -0.47896 0.384 0.628| 3.29E-06
87 |Ly6c2 1.73E-10| -0.69741 0.187 0.466| 3.57E-06
88 |Rnf149 2.04E-10| -0.42902 0.389 0.611| 4.20E-06
89 [SIfn5 2.68E-10| -0.62098 0.359 0.595| 5.53E-06
90 |Rps26 3.20E-10| 0.302229 0.97 0.947| 6.62E-06
91 |Mdm2 3.88E-10| -0.53187 0.672 0.809| 8.01E-06
92 |Rplll 4.25E-10| 0.295459 0.965 0.944| 8.77E-06
93 |Rpsl6 6.55E-10( 0.276385 0.99 0.985| 1.35E-05
94 |Cfb 7.49E-10| -0.59157 0.278 0.499| 1.55E-05
95 |Inhba 1.04E-09| -0.71707 0.53 0.758| 2.15E-05
96 |Dtx2 1.14E-09| -0.36577 0.111 0.321| 2.36E-05
97 |Ifi44 1.15E-09| -0.67336 0.293 0.534| 2.38E-05
98 |Plac8 1.35E-09| -0.74649 0.505 0.738| 2.79E-05
99 |Gas6 1.35E-09| 0.435777 0.167 0.038| 2.79E-05
100 |Psme2 1.46E-09| -0.47641 0.571 0.72| 3.01E-05
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p_val avg_logFC|pct.1 pct.2 p_val_adj
101 |H2-DMb1 | 8.31E-10| 0.520577 0.683 0.473[ 1.72E-05
102 [Oip50s1 | 8.51E-10| 0.186252 0.434 0.444| 1.76E-05
103 |Pdlim5 1.16E-09| 0.149774 0.372 0.415| 2.39E-05
104 |Tecr 1.18E-09]| 0.231068 0.469 0.353| 2.44E-05
105 [Rpl27 1.23E-09| 0.301668 0.986 0.966| 2.54E-05
106 |Rgll 1.49E-09| -0.40273 0.724 0.881| 3.07E-05
107 |mt-Nd4 1.80E-09| 0.28365 0.966 0.974| 3.71E-05
108 |mt-Cytb | 2.01E-09| 0.356525 0.979 0.987| 4.16E-05
109 |Rab4b 2.51E-09| 0.212385 0.517 0.472| 5.19E-05
110 |Rpl34 2.62E-09| 0.249859 0.986 0.964| 5.41E-05
111 |Oat 2.62E-09| 0.104066 0.4 0.473| 5.42E-05
112 |Vcaml 2.96E-09| 0.630449 0.352 0.138| 6.12E-05
113 |Isocl 2.97E-09| 0.219888 0.4 0.407| 6.13E-05
114 [mt-Nd1 2.99E-09| 0.278939 0.966 0.976| 6.16E-05
115 |Jaml 3.32E-09| 0.394598 0.648 0.521| 6.85E-05
116 |Dock11 3.80E-09| 0.206049 0.324 0.256| 7.84E-05
117 |Sdf4 3.85E-09| 0.174238 0.593 0.632| 7.95E-05
118 [Ptma 4.31E-09] 0.227132 1 0.986| 8.90E-05
119 |Uppl 4.36E-09| -0.57258 0.324 0.555| 9.00E-05
120 |Saa3 4.68E-09| -0.89862 0.083 0.313] 9.67E-05
121 [Sh3bp5 4.98E-09| -0.39675 0.331 0.573] 0.000103
122 |Wfdcl7 | 5.13E-09]| -0.56827 0.869 0.94| 0.000106
123 |Fcgr2b 5.39E-09 0.278309 0.931 0.906| 0.000111
124 |mt-Atp6 | 5.72E-09] 0.281694 0.979 0.993] 0.000118
125 |Txnl 5.80E-09| -0.35411 0.903 0.962| 0.00012
126 |Rpl39 5.83E-09 0.234376 1 0.965( 0.00012
127 |H2-DMa | 6.25E-09]| 0.363502 0.862 0.769( 0.000129
128 |Sulf2 6.78E-09 0.184732 0.152 0.054| 0.00014
129 [Nop53 7.76E-09| 0.187211 0.538 0.553| 0.00016
130 |Ednrb 7.99E-09| -0.66374 0.145 0.384| 0.000165
131 [Plpp3 8.19E-09| -0.2474 0 0.138| 0.000169
132 |Adam8 8.47E-09| -0.46694 0.579 0.801| 0.000175
133 |Tspo 8.53E-09| -0.28265 0.979 0.987| 0.000176
134 |Tbcld22a| 8.59E-09| 0.186284 0.262 0.198| 0.000177
135 |Slc16a3 8.68E-09| -0.44971 0.531 0.739] 0.000179
136 |Uril 8.89E-09| 0.137253 0.179 0.156| 0.000183
137 |Ubb 9.56E-09| -0.36582 0.938 0.961] 0.000197
138 |Rnf128 1.03E-08| -0.36361 0.09 0.302| 0.000213
139 [Eif3e 1.31E-08] 0.230467 0.662 0.649| 0.00027
140 |Coro2a 1.36E-08| -0.25649 0.152 0.398| 0.00028
141 |Pdia4 1.56E-08| -0.3206 0.51 0.588| 0.000322
142 |Ctsc 1.60E-08| 0.281436 0.972 0.953] 0.000331
143 |Arlda 1.64E-08| 0.127691 0.248 0.253] 0.000339
144 |F10 1.67E-08| -0.49429 0.241 0.503] 0.000345
145 |Rps28 1.70E-08| 0.246963 1 0.984| 0.000352
146 |Cd68 1.81E-08| -0.3849 0.862 0.933] 0.000374
147 [B2m 1.89E-08| -0.21964 1 1] 0.000391
148 |Esd 2.01E-08] -0.39661 0.669 0.85| 0.000416
149 |Clga 2.09E-08 0.592959 0.745 0.621 0.000433
150 [Cadm1 2.14E-08| 0.36125 0.324 0.118( 0.000442

p_val avg_logFC|pct.1 pct.2 p_val_adj
101 |Fcgrl 1.89E-09| -0.54998 0.601 0.789| 3.91E-05
102 |Ppia 2.06E-09| 0.284314 0.955 0.962| 4.25E-05
103 |Ifi204 2.19E-09| -0.45734 0.54 0.766| 4.52E-05
104 |F10 2.34E-09| -0.49392 0.571 0.799| 4.83E-05
105 |H2-K1 2.57E-09| -0.33027 0.985 1| 5.30E-05
106 |Slfn4 2.58E-09| -0.57845 0.172 0.433| 5.33E-05
107 |Ifi47 2.97E-09| -0.49892 0.222 0.483| 6.13E-05
108 |Cd83 3.11E-09| 0.550536 0.581 0.374| 6.43E-05
109 |Cd24a 3.74E-09| -0.45491 0.141 0.389| 7.72E-05
110 |lgfbp4 4.26E-09| 0.306683 0.182 0.046| 8.80E-05
111 |Dab2 5.92E-09| 0.465928 0.889 0.794| 0.000122
112 |SIc9a9 7.25E-09| 0.243812 0.136 0.013]| 0.00015
113 |Rpl36a 7.75E-09| 0.343753 0.859 0.789| 0.00016
114 |Snx2 7.77E-09| 0.388496 0.657 0.565| 0.00016
115 |Gda 7.80E-09| 0.435237 0.672 0.461] 0.000161
116 |Isgl5 8.37E-09] -0.65661 0.379 0.621] 0.000173
117 |Eef2 8.61E-09| 0.314368 0.894 0.827] 0.000178
118 |Rtp4d 9.35E-09] -0.44881 0.227 0.476| 0.000193
119 |Rpl23a 9.58E-09 0.357193 0.939 0.86| 0.000198
120 |Ptges 1.14E-08| -0.73361 0.091 0.267] 0.000235
121 |Oas3 1.18E-08| -0.36197 0.116 0.3] 0.000243
122 |C3 1.19E-08| -0.29617 0.298 0.565| 0.000246
123 |Rgll 1.28E-08| -0.47245 0.672 0.819] 0.000264
124 |Folr2 1.30E-08| 0.439604 0.379 0.17| 0.000268
125 [Rnase4 1.46E-08| 0.369706 0.343 0.191] 0.000302
126 [Carl3 1.64E-08| -0.31685 0.227 0.42| 0.000339
127 |H3f3a 1.65E-08| -0.34294 0.955 0.977( 0.000342
128 [Psmb9 1.69E-08| -0.37042 0.545 0.756| 0.00035
129 |Gbp4 1.76E-08| -0.58034 0.263 0.509| 0.000364
130 [Rplp2 1.84E-08| 0.293448 0.98 0.954| 0.00038
131 |Affl 2.04E-08| -0.36493 0.298 0.455| 0.000422
132 |Gm4951 | 2.33E-08| -0.3524 0.071 0.229| 0.000482
133 |Ctss 2.45E-08| -0.36062 0.949 0.997| 0.000506
134 |Slpi 2.47E-08| -0.99025 0.328 0.573| 0.00051
135 |Rps6 2.47E-08| 0.317194 0.889 0.855| 0.000511
136 |Zdhhc14 | 2.50E-08| 0.164524 0.157 0.046| 0.000516
137 |Serpinb6a| 2.72E-08| 0.480587 0.364 0.216] 0.000562
138 |Trf 3.02E-08| 0.620052 0.399 0.224] 0.000624
139 |Laptm5 3.28E-08| 0.321098 0.904 0.903| 0.000677
140 |Ly6cl 3.38E-08| -0.39324 0.066 0.244] 0.000698
141 |Epb41l1 | 3.92E-08| 0.215337 0.197 0.071] 0.000809
142 |Ifi2712a 4.12E-08| -0.47059 0.813 0.896| 0.000851
143 |Ccdc115 | 4.43E-08| 0.233905 0.293 0.232] 0.000914
144 |Tnfrsflb | 5.11E-08| -0.43039 0.631 0.753] 0.001056
145 [Rps23 5.31E-08| 0.27708 0.949 0.941] 0.001097
146 |Met 5.41E-08| -0.28756 0.172 0.389] 0.001116
147 |Cd38 5.42E-08| -0.42139 0.162 0.361] 0.001119
148 |mt-Cytb | 5.53E-08| 0.417152 0.97 0.934| 0.001141
149 [Fnl 6.01E-08 0.762499 0.657 0.514( 0.001241
150 |Apoe 6.09E-08| 0.43547 0.803 0.677(0.001258
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p_val avg_logFC|pct.1 pct.2 p_val_adj
151 [Sp110 2.50E-08| 0.21259 0.579 0.632| 0.000516
152 [Pfdn5 2.58E-08| 0.257302 0.91 0.897| 0.000532
153 |Pnn 2.61E-08| 0.125198 0.262 0.281| 0.00054
154 (Tppp3 2.75E-08| -0.41012 0.2 0.446| 0.000567
155 [Samm50 | 2.81E-08| 0.219159 0.455 0.35[ 0.00058
156 [Usp48 2.85E-08| 0.171512 0.276 0.232| 0.000588
157 |Mdm?2 3.02E-08| -0.43529 0.552 0.747| 0.000624
158 [Ccl2 3.19E-08| -0.62072 0.834 0.929| 0.000658
159 [Ppplr21 | 3.59E-08| 0.206143 0.359 0.289| 0.000741
160 [Rpl8 3.64E-08| 0.197088 0.993 0.98 0.000752
161 [Cd300If 3.71E-08| -0.43749 0.49 0.688| 0.000766
162 |Ubc 4.04E-08( -0.37066 0.876 0.951| 0.000833
163 |Cpsf4 4.08E-08 0.109321 0.234 0.255| 0.000842
164 |Anxa4 4.24E-08| -0.31439 0.759 0.889| 0.000875
165 |Tgfbr2 4.54E-08| 0.225531 0.469 0.433| 0.000937
166 |Slc40al 4.55E-08| 0.183359 0.069 0.119| 0.000939
167 |Anapcl 4.59E-08| 0.160148 0.324 0.284| 0.000947
168 |Slpi 4.95E-08| -0.90625 0.2 0.398| 0.001021
169 |Ankrd11 | 4.97E-08( 0.306525 0.662 0.539| 0.001026
170 (Gprl32 5.35E-08( 0.317914 0.448 0.387| 0.001104
171 |Tnf 5.65E-08( -0.49004 0.469 0.701| 0.001166
172 |C6 5.99E-08| 0.21951 0.103 0.009| 0.001237
173 |Arfgap3 6.29E-08| 0.109269 0.207 0.217] 0.001299
174 [Tmem59 | 6.47E-08| 0.182429 0.628 0.667( 0.001336
175 [Hs6stl 6.51E-08| 0.170633 0.145 0.106| 0.001345
176 [Ccarl 6.87E-08| 0.163016 0.359 0.346( 0.001419
177 [Tubalc 7.11E-08| -0.27446 0.621 0.836| 0.001468
178 |Inhba 7.30E-08) -0.77315 0.11 0.323| 0.001508
179 [Glipr2 7.39E-08 -0.333 0.324 0.58( 0.001526
180 [Synrg 7.50E-08| 0.156323 0.241 0.185| 0.001548
181 [Rhob 7.83E-08| -0.24056 0.517 0.762| 0.001616
182 [Utpll 9.69E-08( 0.126404 0.324 0.347| 0.002002
183 [Sowahc 9.82E-08( 0.301563 0.428 0.448| 0.002027
184 |A9300071] 1.08E-07| -0.25333 0.145 0.366| 0.002238
185 |Irf7 1.21E-07| -0.20512 0.793 0.929( 0.002506
186 |Cripl 1.24E-07| -0.6451 0.924 0.954( 0.00256
187 [SIc9a9 1.34E-07| 0.235153 0.29 0.165| 0.002759
188 [Rps14 1.34E-07| 0.223498 0.986 0.982( 0.002762
189 [Mbnl1 1.41E-07| 0.306969 0.814 0.699| 0.002918
190 [Rps21 1.42E-07| 0.224764 0.993 0.978| 0.002924
191 [Cttnbp2nl| 1.54E-07| 0.221724 0.49 0.422| 0.003187
192 [Fucal 1.60E-07| 0.199508 0.538 0.516| 0.003308
193 (zfand5 1.74E-07| -0.32951 0.745 0.895| 0.003588
194 [Sectmla | 1.76E-07| 0.261268 0.29 0.211| 0.003642
195 [Rps13 1.83E-07| 0.257596 0.979 0.962| 0.003769
196 |Utpl4b 1.87E-07| 0.124301 0.117 0.048| 0.003867
197 |Clptm1 1.91E-07| 0.133777 0.434 0.456| 0.003939
198 |Socsl 1.94E-07| -0.29097 0.393 0.646| 0.004006
199 |Akap8 1.99E-07) 0.189974 0.29 0.175| 0.004112
200 |Cxcl2 2.03E-07| -0.61621 0.786 0.9] 0.004202

p_val avg_logFC|pct.1 pct.2 p_val_adj
151 [Plpp3 6.41E-08| -0.49026 0.187 0.407| 0.001325
152 [Rpl18 6.43E-08| 0.296077 0.97 0.954( 0.001328
153 [Rps9 8.47E-08) 0.245806 1 0.99( 0.001749
154 [Comt 9.80E-08| 0.205825 0.217 0.127| 0.002023
155 [Pde3b 1.04E-07| 0.293506 0.258 0.115( 0.002154
156 [Tptl 1.35E-07]| 0.144965 1 0.995| 0.002779
157 |Plau 1.38E-07| 0.601371 0.586 0.425| 0.002855
158 [Rps21 1.42E-07| 0.207241 0.99 0.962| 0.002925
159 [mt-Nd4 1.55E-07]| 0.365023 0.914 0.919| 0.003209
160 |ligpl 1.80E-07| -0.71447 0.152 0.361| 0.003717
161 |S100a8 2.03E-07| -0.76386 0.273 0.483| 0.004193
162 |Rps18 2.04E-07| 0.342766 0.823 0.735| 0.004203
163 |Msdadc 2.09E-07| -0.38299 0.263 0.504| 0.004309
164 |Ybx1 2.21E-07| 0.24816 0.929 0.898| 0.00457
165 |Tapl 2.35E-07| -0.3726 0.515 0.682| 0.004852
166 [Rpl6 2.61E-07( 0.266011 0.949 0.949| 0.005395
167 |Atp5g2 2.70E-07[ 0.29313 0.843 0.786| 0.005577
168 |Kmt5a 2.87E-07| -0.35284 0.328 0.55| 0.005926
169 |Rgs10 3.15E-07[ 0.30282 0.495 0.354| 0.006495
170 [Npm1l 3.24E-07| 0.287231 0.874 0.832] 0.006692
171 |Ptma 3.30E-07( 0.296421 0.975 0.947| 0.006806
172 |Plin2 3.84E-07| -0.3708 0.914 0.977| 0.007932
173 |1110038F] 4.11E-07| -0.18827 0.167 0.254( 0.008494
174 [H2-T22 4.70E-07| -0.3651 0.495 0.616( 0.009698
175 [ElI2 4.72E-07| -0.36987 0.369 0.608( 0.009752
176 [Cfp 4.92E-07 0.381575 0.727 0.55( 0.010162
177 [Rpl39 5.00E-07| 0.234487 0.965 0.949( 0.01033
178 |Rpl35 5.31E-07| 0.2344 0.864 0.733| 0.010964
179 [Rps17 5.70E-07| 0.269756 0.869 0.819| 0.011776
180 |II7r 5.94E-07| -0.40664 0.717 0.865| 0.012269
181 [Rapgef2 | 6.24E-07| -0.47042 0.439 0.593| 0.012882
182 |Irfl 6.49E-07| -0.49164 0.581 0.723| 0.01341
183 [Saa3 6.68E-07| -1.62843 0.056 0.209| 0.013792
184 [Fam168a | 6.80E-07| 0.137339 0.258 0.267| 0.014049
185 [Daglb 6.87E-07| 0.18372 0.222 0.135( 0.014178
186 |Rpl10 7.00E-07| 0.263651 0.914 0.916( 0.014453
187 [Lgals3 7.32E-07| -0.12765 0.985 0.992( 0.015121
188 [Cd81 7.56E-07| 0.356567 0.308 0.122 0.015619
189 [Psmb8 8.03E-07| -0.34445 0.692 0.802 0.016589
190 [Cyb5b 9.13E-07| 0.135842 0.177 0.135| 0.018862
191 [Nrdal 9.21E-07| 0.529843 0.556 0.387| 0.019021
192 [Xafl 1.00E-06| -0.28425 0.177 0.392| 0.020734
193 [Hspa8 1.04E-06| 0.380006 0.965 0.936| 0.02156
194 [Mef2c 1.07E-06| 0.293097 0.268 0.092| 0.022011
195 |Fos 1.15E-06| 0.356499 0.874 0.919] 0.023838
196 |Cat 1.18E-06| 0.28181 0.338 0.176| 0.024277
197 |Cct2 1.35E-06| 0.243684 0.48 0.354| 0.027889
198 |Ctsh 1.36E-06| -0.34692 0.712 0.847| 0.02815
199 [Ski 1.45E-06| 0.272548 0.424 0.336] 0.029934
200 |Scaf8 1.45E-06| 0.177446 0.182 0.158| 0.030003

TABLE S2 (CONT.)




Macrophage Cluster 3

Macrophage Cluster 5

p_val avg_logFC|pct.1 pct.2 p_val_adj
201 |Stx11 2.13E-07| -0.21156 0.255 0.497| 0.004391
202 |Atp6bvla 2.15E-07| -0.2689 0.724 0.897| 0.004438
203 |Clock 2.15E-07| 0.145801 0.269 0.245| 0.00444
204 |Slc25a1 2.18E-07| 0.106117 0.262 0.318] 0.004503
205 |Ifitm6 2.31E-07| -0.32974 0.103 0.309| 0.00477
206 |Pcmtdl 2.34E-07| 0.232332 0.483 0.395| 0.004838
207 |Laptm5 2.35E-07| 0.228208 0.979 0.98( 0.004851
208 |Mark2 2.36E-07| 0.102561 0.359 0.395| 0.004867
209 |S100a8 2.56E-07| -0.58237 0.221 0.465| 0.005288
210 |Eef2 2.59E-07| 0.274754 0.924 0.906| 0.00535
211 [Ifi30 2.62E-07| 0.317628 0.924 0.883| 0.005415
212 |Tarml 2.77E-07| -0.28328 0.193 0.396( 0.005722
213 |Cregl 2.97E-07| -0.41984 0.821 0.904| 0.006126
214 |Tifab 3.05E-07| 0.231532 0.455 0.371] 0.006301
215 |2410006H| 3.16E-07| 0.267389 0.455 0.37] 0.006524
216 |Tcf4 3.18E-07| 0.30895 0.662 0.558| 0.006573
217 |Acodl 3.19E-07| -0.54614 0.593 0.772] 0.006577
218 |Nos2 3.22E-07| -0.70414 0.166 0.349] 0.006645
219 |Rps18 3.25E-07| 0.245493 0.848 0.825| 0.006713
220 |mt-Nd2 3.38E-07| 0.336176 0.952 0.938| 0.006987
221 |Rpl9 3.40E-07| 0.244205 0.993 0.963| 0.007027
222 |FbxI5 3.51E-07| -0.45623 0.538 0.705| 0.007249
223 |Plekhm1 | 3.54E-07| -0.26274 0.193 0.427] 0.007311
224 |Trappc3 3.71E-07| 0.139541 0.393 0.403| 0.007666
225 |H2-DMb2 | 3.80E-07| 0.227344 0.331 0.191( 0.007843
226 |lgf2r 3.97E-07| -0.14298 0.138 0.32| 0.008198
227 |Atp6bvlcl | 4.13E-07| -0.27817 0.552 0.764| 0.008519
228 |Eif3k 4.36E-07| 0.24139 0.883 0.84( 0.008997
229 |mt-Co2 4.43E-07| 0.217088 0.979 0.993| 0.009141
230 [Top2b 4.65E-07| 0.20273 0.386 0.318] 0.009612
231 |Itgb7 4.78E-07| -0.37717 0.31 0.535| 0.009877
232 |Tagln2 4.81E-07| -0.40653 0.772 0.871| 0.009929
233 |Lilrbda 4.90E-07| -0.32507 0.834 0.937| 0.010114
234 |Evi2a 5.42E-07| 0.206481 0.641 0.641] 0.011199
235 |(Stag2 5.83E-07| 0.191359 0.428 0.403| 0.012045
236 |Rpl22I1 5.98E-07| 0.266161 0.752 0.742( 0.012356
237 (Mtmr6 6.04E-07| 0.126478 0.331 0.354| 0.012464
238 |ll6ra 6.22E-07| 0.286241 0.6 0.454] 0.012839
239 |Txnrdl 6.53E-07| -0.28853 0.455 0.674(0.013474
240 [Rpsa 6.71E-07| 0.27361 0.993 0.974(0.013848
241 |Rpl1l 6.73E-07| 0.251423 0.966 0.965( 0.013889
242 |Irfl 6.77E-07 | -0.29562 0.8 0.932] 0.013975
243 [Rnhl 6.84E-07| -0.30913 0.697 0.861( 0.014122
244 |Ppp3ca 7.31E-07| 0.291134 0.655 0.562| 0.015094
245 |KIf6 7.45E-07| -0.3064 0.945 0.986| 0.015373
246 |Lhfpl2 7.46E-07| -0.38135 0.207 0.399] 0.015398
247 |HItf 7.46E-07| 0.125651 0.2 0.152] 0.015399
248 |Ifi203 7.74E-07| 0.331131 0.703 0.73| 0.015984
249 |Cysltrl 7.81E-07| 0.254476 0.51 0.395| 0.016129
250 [Bstl 7.93E-07| -0.28952 0.579 0.767| 0.01637

Table S2: Differentially expressed genes between exoASO-STAT6 and control exoASO groups in

macrophage cluster 3 and macrophage cluster 5

p_val avg_logFC|pct.1 pct.2 p_val_adj
201 |Clga 1.54E-06| 0.736931 0.48 0.308| 0.031772
202 |Plec 1.56E-06| 0.16778 0.495 0.545| 0.032295
203 |Rpl30 1.61E-06| 0.227803 0.965 0.959] 0.033217
204 |Lampl 1.72E-06| 0.248966 0.97 0.969| 0.035508
205 |Ifitm3 1.77E-06| -0.31641 0.929 0.977| 0.036566
206 |Assl 1.90E-06| -0.30642 0.131 0.328| 0.039252
207 |Kdmla 1.95E-06| 0.271397 0.389 0.27| 0.040255
208 |Fmnl2 2.11E-06| -0.29051 0.374 0.509| 0.043629
209 |Stx11 2.14E-06| -0.31171 0.293 0.433| 0.044137
210 |Dtx3l 2.31E-06| -0.32028 0.227 0.435| 0.047715
211 |Rpl35a 2.60E-06| 0.179422 0.975 0.98| 0.053763
212 |Rpl4 2.63E-06 0.2647 0.722 0.669| 0.054347
213 |Clqc 2.99E-06| 0.640487 0.465 0.316| 0.061662
214 |Atp2cl 3.11E-06| 0.124977 0.207 0.198| 0.064222
215 |Zranb3 3.45E-06| 0.130833 0.141 0.069| 0.071304
216 |Fkbpla 3.47E-06| 0.266805 0.788 0.753| 0.071679
217 |Ly6i 3.49E-06| -0.24818 0.025 0.155| 0.072056
218 |Gbpb 3.50E-06| -0.33379 0.116 0.244] 0.072181
219 |Ubb 3.58E-06| -0.20862 0.955 0.975| 0.073856
220 |Ccl5 3.66E-06| -1.10073 0.106 0.282] 0.075659
221 |Srgn 3.94E-06| -0.38888 0.99 0.972| 0.08144
222 |Acodl 4.10E-06| -0.25192 0.48 0.7| 0.084697
223 |Nrpl 4.16E-06| 0.275088 0.237 0.109| 0.085932
224 |Spg7 4.30E-06| 0.147077 0.157 0.135| 0.088704
225 |Tcplll2 4.43E-06| 0.278662 0.293 0.176| 0.091419
226 |Hcar2 4.65E-06| -0.39147 0.308 0.527| 0.095931
227 |Ptafr 4.89E-06| -0.38782 0.49 0.687| 0.100976
228 |Trim47 4.97E-06| 0.150737 0.131 0.061| 0.102607
229 |Ncfl 5.20E-06| 0.360422 0.49 0.364| 0.107421
230 |Ssr3 5.48E-06| -0.3254 0.657 0.768| 0.113107
231 [LTO1 5.81E-06| 0.103705 0.131 0.104| 0.119986
232 |Psmel 5.92E-06| -0.30207 0.677 0.809( 0.122242
233 |Pitpncl 6.47E-06| 0.346048 0.394 0.234| 0.133535
234 |mt-Nd2 6.59E-06 | 0.362287 0.793 0.746| 0.136006
235 |Cd52 6.82E-06| -0.38167 0.687 0.824|0.140851
236 |Itm2b 6.89E-06 | 0.248282 0.924 0.936| 0.142278
237 |Ntpcr 6.99E-06 | 0.108637 0.187 0.1220.144332
238 |Mapk3 7.00E-06| 0.18844 0.54 0.532| 0.144497
239 (Tspo 7.00E-06| -0.2652 0.914 0.939 0.144543
240 (Txnl 7.41E-06| -0.28481 0.899 0.962| 0.153087
241 |Rpl37 8.17E-06| 0.198732 0.97 0.952|0.168679
242 |Rp9 8.44E-06 | 0.256958 0.52 0.438| 0.174204
243 |Stxbp5 8.60E-06| 0.20242 0.217 0.137| 0.177491
244 |Ifitl 8.77E-06| -0.41726 0.096 0.267| 0.18101
245 |Ak2 8.78E-06| -0.28717 0.374 0.527| 0.181298
246 |SIfn2 8.98E-06| -0.25404 0.788 0.913| 0.185517
247 |Gng2 8.99E-06| 0.281464 0.662 0.601| 0.185656
248 |Akapl13 9.28E-06| -0.43739 0.586 0.733] 0.191718
249 |Rcbtb2 9.41E-06| 0.297642 0.419 0.244] 0.194243
250 |Clk1 9.74E-06| 0.237196 0.636 0.573| 0.201205




TABLE S3

N *(‘:‘;fofif;f” 6 | cxoASO-STAT6 (4h) | ex0ASO Scramble (4h) eXOAsggsT)AM “ eon(Sfd:;:a;mble
MCP-1 2005 || 172 | 4061 | =] 841 86 || 02 | 100 =] 06
ILIB 247 || 85 173 |<| 57 190 || 31 | 56 |=]| 06
1123 379 || 256 | 232 |+| 52 114 || 37 | 124 |=] 55
TFN-y 1759 | =| 454 | 1511 |=| 455 21 =] 11 | 09 [+] 02
L6 07 x| 11 35 || 24 1 =] 02 | 07 x| o0
IL-17A 12 || o2 20 || 05 16 =] 05 | 10 |=| 02

Table S3: Cytokine evaluation in serum (in pg/ml) of the listed cytokines, using a multiplex flow
cytometry analysis, from naive C57Bl/6 mice injected with a single dose of exoASO-Scramble (12ug) or
ex0ASO-STAT6-2039 (PTGFRN++) (12ug), data was analyzed at 4 hours and 4 days post injection.



TABLE S4

(HEPAI-6) ex0ASO-STAT6 ex0ASO Scramble Sham

Cytokines (no tumor)
IL-23 11.4 + 0.0 11.4 + 00 100 =+ 2.8
IL-la | 6.7 + 25 | 78 + 84 | 115 £ 193
IFN-y | 1725 + 1278 | 1678 + 698 | 124 + 88
TNF-a | 111 + 96 | 205 + 72 | 26 + 18
MCP-1 | 562 + 415 | 1954 o+ 852 | 354 + 261
IL-12p70 | 21 + 00 | 21 £+ 00 | 18 + 05
IL-1B | 41 + 45 | 31 + 26 | 15 £ 04
IL-10 | 24 + 05 | 36 + 38 | 20 = 06
IL-6 | 438 + 1.6 | 126 + 208 | 37 o+ 1.1
IL-27 | 199 + 00 | 329 + 259 | 174 £ 50
IL-17A | 547 + 1379 | 50 + 34 | 91 = 119
IFN-B | 1387 + 3186 | 317 + 161 | 228 + 65
GM-CSF | 12 + 00 | 12 + 00 | 10 <+ 03

Table S4: Cytokine evaluation in serum (in pg/ml) of the listed cytokines, using a multiplex flow
cytometry analysis, from Hepal-6 mice from (Fig SA-J). Sham mice underwent the same inoculation
procedures as experimental mice and were used as no-tumor controls



TABLE S5

No. Gene
1 CD163
2 IL4R
3 TGFb1
4 MRCA1
5 AlF1
6 CD40
7 CD276
8 MIF
9 CCL26
10 COL1A2
11 ALOX15
12 SELE
13 CEBPB
14 MYC
15 CD44
16 SIGLEC 1
17 CD274
18 CCL13
19 CCL5
20 CXCL9
21 CTSS
22 CSF1R
23 C1QA
24 c1QB
25 c1QC
26 CD68
27 FN1
28 CD14
29 CCL2
30 CCR3
31 IL1B
32 CD1A
33 EDN1
34 IL15RA
35 IRF5
36 IL12B
37 CD86
38 CCR7
39 PTGSH1
40 CCL17

Table S5: Macrophage STAT6 gene signature
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