
 

MicroRNA and Target Gene Description: 
  

miRNA Name hsa-miR-138-5p  miRNA Sequence AGCUGGUGUUGUGAAUCAGGCCG 

Previous Name hsa-miR-138 

Target Score 57 Seed Location 95, 741, 1026 

        

Target Length 1320     

 

Custom Target Sequence 

    1  a t g c c c c t c a  a c g t t a g c t t  c a c c a a c a g g  a a c t a t g a c c  t c g a c t a c g a  c t c g g t g c a g 
   6 1  c c g t a t t t c t  a c t g c g a c g a  g g a g g a g a a c  t t c t a c c a g c  a g c a g c a g c a  g a g c g a g c t g 
  1 2 1  c a g c c c c c g g  c g c c c a g c g a  g g a t a t c t g g  a a g a a a t t c g  a g c t g c t g c c  c a c c c c g c c c 
  1 8 1  c t g t c c c c t a  g c c g c c g c t c  c g g g c t c t g c  t c g c c c t c c t  a c g t t g c g g t  c a c a c c c t t c 
  2 4 1  t c c c t t c g g g  g a g a c a a c g a  c g g c g g t g g c  g g g a g c t t c t  c c a c g g c c g a  c c a g c t g g a g 
  3 0 1  a t g g t g a c c g  a g c t g c t g g g  a g g a g a c a t g  g t g a a c c a g a  g t t t c a t c t g  c g a c c c g g a c 
  3 6 1  g a c g a g a c c t  t c a t c a a a a a  c a t c a t c a t c  c a g g a c t g t a  t g t g g a g c g g  c t t c t c g g c c 
  4 2 1  g c c g c c a a g c  t c g t c t c a g a  g a a g c t g g c c  t c c t a c c a g g  c t g c g c g c a a  a g a c a g c g g c 
  4 8 1  a g c c c g a a c c  c c g c c c g c g g  c c a c a g c g t c  t g c t c c a c c t  c c a g c t t g t a  c c t g c a g g a t 
  5 4 1  c t g a g c g c c g  c c g c c t c a g a  g t g c a t c g a c  c c c t c g g t g g  t c t t c c c c t a  c c c t c t c a a c 
  6 0 1  g a c a g c a g c t  c g c c c a a g t c  c t g c g c c t c g  c a a g a c t c c a  g c g c c t t c t c  t c c g t c c t c g 
  6 6 1  g a t t c t c t g c  t c t c c t c g a c  g g a g t c c t c c  c c g c a g g g c a  g c c c c g a g c c  c c t g g t g c t c 
  7 2 1  c a t g a g g a g a  c a c c g c c c a c  c a c c a g c a g c  g a c t c t g a g g  a g g a a c a a g a  a g a t g a g g a a 
  7 8 1  g a a a t c g a t g  t t g t t t c t g t  g g a a a a g a g g  c a g g c t c c t g  g c a a a a g g t c  a g a g t c t g g a 
  8 4 1  t c a c c t t c t g  c t g g a g g c c a  c a g c a a a c c t  c c t c a c a g c c  c a c t g g t c c t  c a a g a g g t g c 
  9 0 1  c a c g t c t c c a  c a c a t c a g c a  c a a c t a c g c a  g c g c c t c c c t  c c a c t c g g a a  g g a c t a t c c t 
  9 6 1  g c t g c c a a g a  g g g t c a a g t t  g g a c a g t g t c  a g a g t c c t g a  g a c a g a t c a g  c a a c a a c c g a 
 1 0 2 1  a a a t g c a c c a  g c c c c a g g t c  c t c g g a c a c c  g a g g a g a a t g  t c a a g a g g c g  a a c a c a c a a c 
 1 0 8 1  g t c t t g g a g c  g c c a g a g g a g  g a a c g a g c t a  a a a c g g a g c t  t t t t t g c c c t  g c g t g a c c a g 
 1 1 4 1  a t c c c g g a g t  t g g a a a a c a a  t g a a a a g g c c  c c c a a g g t a g  t t a t c c t t a a  a a a a g c c a c a 
 1 2 0 1  g c a t a c a t c c  t g t c c g t c c a  a g c a g a g g a g  c a a a a g c t c a  t t t c t g a a g a  g g a c t t g t t g 
 1 2 6 1  c g g a a a c g a c  g a g a a c a g t t  g a a a c a c a a a  c t t g a a c a g c  t a c g g a a c t c  t t g t g c g t a a 

 

accagca – Site 1 

caccagca – Site 2 

caccagc – Site 3 

 

Supplementary Data File S2. Predicted miR-138 binding on the human MYC CDS by miRDB 

Three MREs were predicted and indicated in blue font. The first MRE is the MRE A which is also 

predicted by RNA22 and STarMir.  

 

http://mirdb.org/cgi-bin/mirdb/mature_mir.cgi?name=hsa-miR-138-5p

