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Supplementary figure 1. Volcano plot showing significant Pearson’s correlation between 

metabolites and rodent sociability 

Correlation between mice social preference index for novel mouse or social preference index 

for mouse and metabolites in the prefrontal cortex (a) and hippocampus (b) was calculated, 

respectively. Metabolites with a significant correlation was colored as pink or cyan depending 

on the quantile of actual Pearson’s coefficient from the permutated values, 95% or 97.5% 

respectively. 

  



 

Supplementary figure 2. Other linear regression analyses between metabolites and rodent 

sociability 

(a-c) Correlation between mice social preference index for novel mouse and each of the 

significantly altered metabolites in the prefrontal cortex was calculated. 

(d) Correlation between mice social preference index and Glx, a metabolite significantly 

altered in the hippocampus was calculated.  



(e) Correlation between mice social preference index and PCr/tCr ratio in hippocampus was 

calculated.  

(f) Correlation between mice social preference index for novel mouse and Glx level in 

hippocampus was calculated.  

Each linear regression line is shown with 95% confidence bands (two dotted lines). The 

degree of significant correlation (p) and goodness of fit (r2) were written in each figure.  

  



 

Supplementary figure 3. ROC curve analyses of the prefrontal metabolites 

(a-c) ROC curve analyses of glutamate (Glu), phosphocreatine (pCr), and N-acetylaspartate 

(NAA) in the prefrontal cortex. Each metabolic substrate is not precise enough to predict the 

genotype. (d) A table describe a detail information for each ROC analysis.  

 


