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Supplementary Fig. 6. Comparison of predicted KEGG pathway in (A) asHU and gout patients and in (B) OULT and 30ULT groups. An extended error
bar plot indicating the differences in gut microbiota. Only statistically significant pathways with p<0.05 are shown. asHU, asymptomatic hyperurice-
mia; ULT, uric acid-lowering therapy; OULT, acute gout patients before ULT; 30ULT, acute gout patients after 30-day ULT; KEGG, Kyoto Encyclopedia of
Genes and Genomes.



