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Validation

The data that support the findings of this study are available from the corresponding author upon reasonable request. The source data underlying Figs. 1a-h, 2a-f,

3a-l, 4a-i, 5a-f, 6a-d, and Supplementary Figs. 1a-l, 2a-d, 3a-e, 4a-d, 5a-g, 6a-f, 7a-e are provided as a Source Data file.

Sample sizes were determined according to commonly accepted standards in the field (Fouquerel et al, PMID:31101499; Jang et al;
31332353). The number of independent experiments and the number of cells scored (n) are indicated in the figures and figure legends.

No data was excluded.

At least two to three independent experiments were done for each reported dataset. All results were reproducible.

Samples were analyzed in random order. No other randomization was performed.

Telomere volume measurements were measured once under blinding conditions, and results were reproduced. Blinding is less feasible for

the other assays (such as western blots) and was not performed. All experiments were atleast performed twice independently.

8-oxoG antibody (Trevigen #4354-MC-050), mCherry (1:250; Abcam #ab167453), GFP (1:100, Santa Cruz #B-2), Flag (1:500; CST
#14793S), TRF1 (1:500; abcam #10579). Secondary antibodies used: Donkey anti-mouse Alexa488 (1:1000; 1Thermo Fisher Scientific
#A21202), Goat anti-Rabbit Alexa-594 (1:1000; Thermo Fisher Scientific #A11012), DDB2 (1:1000; abcam #ab181136), OGG1(1:1000;
abcam #124741), Cul4A (1:1000; CST #2699S), DDB1 (1:1000; Invitrogen #37-6200), XPC (1:1000; CST #12701S), CSB (1:1000; abcam
#ab96089), mCherry (1:1000; Abcam #ab167453), !-actin (1:30,000; Sigma #A2228), anti-rabbit IgG (1:50,000 Sigma #A0545), anti-
mouse IgG (1:50,000 Sigma #A4416), anti-DDB2 (ab181136, Abcam), anti-CUL4A (ab72548, Abcam), anti-CSA (ab137033, Abcam),
anti-AQR (A302-547A, Bethyl Laboratories).

Antibodies were validated by siRNA mediated knockdown as presented in manuscript.




