Supplementary Table 1. List of primers used for No-Go mRNA decay and gPCR analysis.
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p %
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CGAGCTGTCTTCC
tin. B2 CATCCA https://doi.org/10.3
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(housekeeping) - n 271
everse:
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Forward:

GCACGGCCAGCA
dopamine receptor TTCTTAATC
receptor 2 drd2b NM_197936.1 136 986  own produced
(dopaminergic
system) Reverse:
GAAAGCACCCAA
ACAACGGA
Forward:
ATCGAGTTTCGC
dopamine receptor XM_021470111. AGAGCCTT
receptor 3 1and https://doi.org/10.7
(dopaminergic drd3 XM_005162673. % 91.09 554/eL ife.51295
system) 4 Reverse:
TCCACAGTGTCTG
AAAGCCG
Forward:
. GCCTCTTTCCCAT
dop?eng:ar;c;f pi NM_001012616 CTCACAS pitps:/idol.org/10.1
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AGTTTGGCTTTGC
GTGTT
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CACACAC
Forward:
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dopamine AGGTGGAGG
hydroxylase dbh NM_001109694. 105 104.5 own produced
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system) Reverse:
CATCGCCTGGCAGAA

CAGTCAC
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