Supplementary Information

Early life inter-kingdom interactions shape the immunological

environment of the airways

Metadata Median (1Q range) / Number (%)

Postnatal age (days) 8 (7-8)

Gestational age at birth (weeks) 39 (39-40)

Weight at birth (gr) 3346 (3042-3672)

Ethnicity 93 White British (77%), Other (23%)
Sex 65 (54%) Female, 56 (46%) Male
Delivery mode 67 (65%) Vaginal, 54 (45%) C-section
Breastfeeding (first week) 87 (72%) Yes, 34 (28%) No

Country of birth 69 (67%) England, 52 (43%) Scotland
Antibiotics during pregnancy 121 (100%) No treatment

Postnatal antibiotics 121 (100%) No treatment

Supplementary Table 1. Participants baseline characteristics. Values represent medians with
interquartile range for continuous variables and absolute numbers with percentages for categorical

variables.



a

g.Streptococcus_1 {.Corynebacteriaceas_2 g.Staphylococcus_3 g.Staphylococcus_4 s.Streplococous_salivarius_6 s.Gemella_hasmoalysans_8 s.Streplocacaus_salivarius_9
20
20 20 0 20
20
20 o °
° 15
LY 5 15 s 15 5
!
10 10 o 10 0 10 oly 0
%] o
9 5 5 5 * 5 ° 5
¥ .
0
-5 -5 -5
Sample  PCR  Exlraclion Swab Sample  PCR  Exiraclion Swab Sample  PCR  Exlraction Swab Sample  PCR  Exiraclion Swab Sample  PCR  Exlraction Swab Sample  PCR  Exlraclion Swab Sample  PCR  Extraclion Swab
g.Rothia_11 g.Streptococcus_13 g.Corynebacterium_1_14 s.Staphyloceccus_epidermidis_17 s.Streploceccus_parasanguinis_19 5. ¥ 20 g 22
2 20 20 20 2
15 15
18 15— & 15 3 15 ofe § > 152
o % °
% wd 09
0 10 10 0 < 10
®) O
5 &
5 5 5 5 5 B 5 g% ;
o o 5 5 ° ° g e ] 5
[9)
o«
% -s -5
% Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PCR Extraction Swab Sample  PCR  Extraction Swab
8
s s.Streptococcus mitis 26 s Streptococeus mitis 28 s.Staphylococeus epidermidis 29 g.Veillonella 42 g-Streptococcus 46 g-Staphylocaccus 48 g-Staphylococeus 58
5
c
5
=1 15
T 5 + 15 15 15 of 15 5
B § . o
® o o ° .
3 ° 10 10 10
0 10 § e 0 &k 0 ,‘i 3
X
5 % 5 e 5 5 o 5 5 5
Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PCR  Extraction Swab Sample  PGR  Extraction Swab Sample  PCR  Extraction Swab Sample  PGR  Extraction  Swab
s.Streptococcus_mitis_64 gHaemophilus_80 s Staphylococcus_epidermidis_93 g.Gemella_181 f Weeksellaceas_302

o8

o8

o™ 0 %
8oo®

e
¢
<&

15 15 15 12
. .
0 &l 10 i ‘Bg * : s a:
@ < ';
: , .3
f
b B R eSS  SOOS

Sample  PCR  Exiraction Swab Sample  PCR  Extraction Swab Sample  PCR  Exiracton Swab Sample  PCR  Extraction Swab Sample  PCR  Extracton Swab
s.Candida s palmioleophila 4 sTrametes s versicolor 8 g.Antrodia 46 g.Candida 75 f Fomitopsidaceae 100 s.Peniophorella s pubera 113 p.Basidiomycota 122
20 12
@ 15 15 o 15
15 15 N
1542 & °
N ‘ . .
10 b 10 o 10 10 10 10 .
° 0
& o 4
o 5
s 5 5 B “Te|e ®
o 2
o B ° °
~ 0 ofz)o
) 0 0 0 ] o <> o
1)
)
\Q] Sample  PCR  Extraction Swab Sample PCR  Extraction Swab Sample PCR Extraction Swab Sample PCR  Extraction Swab Sample PCR  Extraction Swab Sample PCR  Extraction Swab Sarmple  PCR Extraction Swab
@
&
£ oDothideales 217 sKluyveromyces s mananus 756
k]
2
3 15
3
< .
8
10

s gle

PO

Sample  PCR  Exuacten Swab Sample  PCR  Extraction Swab

Supplementary Figure 1. a Relative abundance of differentially abundant bacterial genera in samples versus negative
controls (logCSS). b Corresponding plots for fungi.



