=
L
o o
5 8 ¢ g 8 g8 8 g ¢
RN Q o9 S 3 S g 2
g 5 & o £ 5 3 TR i
<+ O O o [To) [To I o o ©
N N N g [sp] N N [e0] - wn
E B E il ol s R E G =
O 0O 0O kba © o o © (SRS 0
s 2
75 — -—
g p—
e
48 | anti- GFP
35— T =
—
25_ —
— .
-3 TR ' 53 anti-PGK1
l N g =y s SN
g 2
ol
8 © g 3 g &8 8 § 8 g 5 o 5 B8 e
2 I 5 3 T g8 & 2 8 a ¢ 5 35 § 3 Q 3
L €& & & o K & 5 & LB & & & 8§ & & &
N ® g <+ o N a4 0 g 2 2 £ ® o e
EEEEEEER E T ccrctct Bt T
kDa O 0O O 0O 0O O 0 0 6 5 65 6 6 6 6 kDa o
4 i s
= 63—
48 —
35 — anti- GFP
25 —
-

v uwy i
e i | |onti-PCKT

GFP-Pep12.m

CT1351209
CT179s3.170
CT6181.212

CT1341.79

‘” |CT135269-360

75
63

48
anti- GFP

!
™

35

25

[——— ) an-PCK

S2 Fig. Analysis of the production of Inc-GFP-Pep12, 1y fusion proteins in yeast by immunoblotting.
Whole cell extracts from S. cerevisiae NSYO1 producing the indicated Inc fragments fused to GFP-Pepl12 1y
were analyzed by immunoblotting using antibodies against GFP and PGK1 (yeast loading control) and
appropriate HRP-conjugated secondary antibodies. (a) Proteins were detected using SuperSignal West Pico
detection kit (Thermo Fisher Scientific). (b) Proteins were detected using SuperSignal West Femto detection
kit (Thermo Fisher Scientific). * Represents proteins that migrated according to the predicted molecular
mass; # represents proteins that migrated below the predicted molecular mass.



