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The datasets generated during and/or analysed during the current study are available from the corresponding authors on reasonable request.

X-ray structural data is publicly available via the PDB repository under PDB IDs: 7ACW (https://doi.org/10.2210/pdb7ACW/pdb), 7ACV (https://doi.org/10.2210/
pdb7ACV/pdb), 7ACX (https://doi.org/10.2210/pdb7ACX/pdb), 7ACY (https://doi.org/10.2210/pdb7ACY/pdb), 7ACZ (https://doi.org/10.2210/pdb7ACZ/pdb)

Electron crystallography data will be available from the authors upon reasonable requestare available in the EMDB repository under accession code EMD-13957 and
the fitted model is available in PDB repository with PDB ID: 7QGQ.

For all experiments, sample size was determined by experimental design and appropriate replicates carried out. The variants tested in ELISA
assays were selected based on X-ray structural models and the interactions between different domains. For lysozyme resistance assays, the
mutant and wild type strains were selected, sampled at regular hourly intervals during growth to include all phases of growth, as standard.

No data was excluded

Experiments were carried out in biological and/or technical replicates, as detailed in the methods. For ELISA assays, experiments were carried
out in technical triplicates for each combination of the variants tested. Lysozyme resistance assays were carried in technical triplicates of two
independent biological replicates of the 3 strains to be analysed.

Randomization is generally applicable to clinical trials or animal experiments. All studies reported were in vitro, with biological replication of
bacterial samples reducing any potential bias or systematic variation.

Blinding is generally applicable to clinical trials or animal experiments. All studies reported were in vitro, with biological replication of bacterial
samples reducing any potential bias or systematic variation.

polyclonal rabbit primary antibodies anti-SLPL and anti-SLPH (Fagan et al. Mol. Microb, 2009); HRP-conjugated secondary anti-rabbit
antibody (ELISA - Promega, W4011 and western immunoblotting - Invitrogen)




