
ID of guide sense oligo antisense oligo
control_1 caccgTTAGTTCGACCACTCCTGAT aaacATCAGGAGTGGTCGAACTAAc
control_2 caccgGTCCTAGATCCTATCGGGAG aaacCTCCCGATAGGATCTAGGACc
control_3 caccgAGGACTATCCGCGGGATTAG aaacCTAATCCCGCGGATAGTCCTc
Orai1_1 caccgGATCGGCCAGAGTTACTCCG aaacCGGAGTAACTCTGGCCGATCc
Orai1_2 caccgTGGCGATGCATGCGCTCGTG aaacCACGAGCGCATGCATCGCCAc
Orai1_3 caccgAAGACGATGAGCAACCCTGG aaacCCAGGGTTGCTCATCGTCTTc
Orai2_1 caccgGGGCATGGATTACCGAGACT aaacAGTCTCGGTAATCCATGCCCc
Orai2_2 caccgAAGCAGGATGCCCAGAACGG aaacCCGTTCTGGGCATCCTGCTTc
Orai2_3 caccgACAGTGCCTGCACCGAATGG aaacCCATTCGGTGCAGGCACTGTc
Orai3_1 caccgGGTACGTGGCTGAGCCCGCG aaacCGCGGGCTCAGCCACGTACCc
Orai3_2 caccgAGATACGTGGAGCTTGCCTG aaacCAGGCAAGCTCCACGTATCTc
Orai3_3 caccgTTGCTCACGGCTTCAATATG aaacCATATTGAAGCCGTGAGCAAc
Trpc1_1 caccgCATCACTTCGTTGGGCGACG aaacCGTCGCCCAACGAAGTGATGc
Trpc1_2 caccgTCTTACAGGTGGGCTTACGG aaacCCGTAAGCCCACCTGTAAGAc
Trpc1_3 caccgCTTCTGCTACAAGCGTGGGG aaacCCCCACGCTTGTAGCAGAAGc
Trpc2_1 caccgCAGTCTCACTATCCTCACCC aaacGGGTGAGGATAGTGAGACTGc
Trpc2_2 caccgGAGTGACACCAGGGGCAAAG aaacCTTTGCCCCTGGTGTCACTCc
Trpc2_3 caccgAGGGCACATAGATGTTGTTG aaacCAACAACATCTATGTGCCCTc
Trpc3_1 caccgGCAATGCAAAGACTTCGTAG aaacCTACGAAGTCTTTGCATTGCc
Trpc3_2 caccgAGGTGCAATCCAATAGCCGA aaacTCGGCTATTGGATTGCACCTc
Trpc3_3 caccgCCACTGATCAGGTCGTCGGA aaacTCCGACGACCTGATCAGTGGc
Trpc4_1 caccgAACTCCGTGTCTGATCTAGG aaacCCTAGATCAGACACGGAGTTc
Trpc4_2 caccgATTAACTGCATCGACCCCCT aaacAGGGGGTCGATGCAGTTAATc
Trpc4_3 caccgGGAGTGGATGATATTACCGT aaacACGGTAATATCATCCACTCCc
Trpc5_1 caccgGCTCATTGCCTTATCAAGCG aaacCGCTTGATAAGGCAATGAGCc
Trpc5_2 caccgAGGGAAGCCATCGTACCACA aaacTGTGGTACGATGGCTTCCCTc
Trpc5_3 caccgTGGTAACATAGAGATTTAGG aaacCCTAAATCTCTATGTTACCAc
Trpc6_1 caccgCAGATGGGGAAGATATTGCG aaacCGCAATATCTTCCCCATCTGc
Trpc6_2 caccgAGGTTATGTACGGATTGTGG aaacCCACAATCCGTACATAACCTc
Trpc6_3 caccgGGAAGAAGGTTAGCTAATCG aaacCGATTAGCTAACCTTCTTCCc
Trpc7_1 caccgTGAGTATGGCAACATACCAG aaacCTGGTATGTTGCCATACTCAc
Trpc7_2 caccgGGAAGGGCTGTACGCCATTG aaacCAATGGCGTACAGCCCTTCCc
Trpc7_3 caccgTGAAGAAAGAGAACTTGGCG aaacCGCCAAGTTCTCTTTCTTCAc
Trpm1_1 caccgCGGGTACTGGAACCTACTCA aaacTGAGTAGGTTCCAGTACCCGc
Trpm1_2 caccgGAGATGACAATCCATTCTTG aaacCAAGAATGGATTGTCATCTCc
Trpm1_3 caccgGGTAGAAGGTGGTCCTAACG aaacCGTTAGGACCACCTTCTACCc
Trpm2_1 caccgCGTGGCCTGTCAGTGTACCG aaacCGGTACACTGACAGGCCACGc
Trpm2_2 caccgGTTCATCTCAGAGCAAACGA aaacTCGTTTGCTCTGAGATGAACc
Trpm2_3 caccgAGGAAGGTAGTGTGTGCGTG aaacCACGCACACACTACCTTCCTc
Trpm3_1 caccgAGGCACCGGCTAATCCCCGT aaacACGGGGATTAGCCGGTGCCTc
Trpm3_2 caccgTTGGGTTCGAGTGTACGTGA aaacTCACGTACACTCGAACCCAAc
Trpm3_3 caccgACCATAGGTATCGCCCCCTG aaacCAGGGGGCGATACCTATGGTc
Trpm4_1 caccgGGTAACTGACCACATTACCC aaacGGGTAATGTGGTCAGTTACCc
Trpm4_2 caccgGCAGAATAGTTATAGTCCAG aaacCTGGACTATAACTATTCTGCc
Trpm4_3 caccgAGTGATGGCTCGCCTAGAGT aaacACTCTAGGCGAGCCATCACTc
Trpm5_1 caccgAGAGTGCTACGGCAACAGTG aaacCACTGTTGCCGTAGCACTCTc
Trpm5_2 caccgCAAGAGTGAAATCTTCAATG aaacCATTGAAGATTTCACTCTTGc
Trpm5_3 caccgGCTGCAGAATCGTTATGAGA aaacTCTCATAACGATTCTGCAGCc
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Trpm6_1 caccgAGAGTGCATACAGTTTAGCG aaacCGCTAAACTGTATGCACTCTc
Trpm6_2 caccgTGTCAACAGTTATGGCCGAG aaacCTCGGCCATAACTGTTGACAc
Trpm6_3 caccgAGGTCATGATGTAGCGATAG aaacCTATCGCTACATCATGACCTc
Trpm7_1 caccgTCCAGGGTAATCTCCCCCCG aaacCGGGGGGAGATTACCCTGGAc
Trpm7_2 caccgAAAACTATAGACATACCTCA aaacTGAGGTATGTCTATAGTTTTc
Trpm7_3 caccgAGATGCTCATCAAATGACGA aaacTCGTCATTTGATGAGCATCTc
Trpm8_1 caccgCAAAAGCAAGATCCCTTGTG aaacCACAAGGGATCTTGCTTTTGc
Trpm8_2 caccgCTCACCTTTGTACAGCGCAT aaacATGCGCTGTACAAAGGTGAGc
Trpm8_3 caccgCCTGATGAAGTACATAGGCG aaacCGCCTATGTACTTCATCAGGc
Trpv1_1 caccgTAAGCTGAATAACACCGTTG aaacCAACGGTGTTATTCAGCTTAc
Trpv1_2 caccgAAGCCACATACTCCTTGCGA aaacTCGCAAGGAGTATGTGGCTTc
Trpv1_3 caccgCCTGCGATCATAGAGCCTTG aaacCAAGGCTCTATGATCGCAGGc
Trpv2_1 caccgTGCACCGATGAGTTCTACCG aaacCGGTAGAACTCATCGGTGCAc
Trpv2_2 caccgCCGTGACCGACTCTTCAGTG aaacCACTGAAGAGTCGGTCACGGc
Trpv2_3 caccgTGACAGCCTTCTCCAAATGG aaacCCATTTGGAGAAGGCTGTCAc
Trpv3_1 caccgCGTCAATGCTCACGCCAAGG aaacCCTTGGCGTGAGCATTGACGc
Trpv3_2 caccgCACCAATGTAGACACAACGA aaacTCGTTGTGTCTACATTGGTGc
Trpv3_3 caccgAGGATTTGAGCCCAACCCCA aaacTGGGGTTGGGCTCAAATCCTc
Trpv4_1 caccgTCAGCACATCATCCGACGTG aaacCACGTCGGATGATGTGCTGAc
Trpv4_2 caccgGGTGTACAACAGCAAGATCG aaacCGATCTTGCTGTTGTACACCc
Trpv4_3 caccgCTCACAAGAAAGCTGACATG aaacCATGTCAGCTTTCTTGTGAGc
Trpv5_1 caccgTGTTTGTCCAAAGTAGCGAG aaacCTCGCTACTTTGGACAAACAc
Trpv5_2 caccgAGAAACGGAAGCGCATCCAG aaacCTGGATGCGCTTCCGTTTCTc
Trpv5_3 caccgGTGTGAACTTCGATGGAAGG aaacCCTTCCATCGAAGTTCACACc
Trpv6_1 caccgTTTGGACAGACCATTCTCGG aaacCCGAGAATGGTCTGTCCAAAc
Trpv6_2 caccgGCTCAAGTTTGAAGGATGTG aaacCACATCCTTCAAACTTGAGCc
Trpv6_3 caccgTGTTACTACCAAGAAACGGG aaacCCCGTTTCTTGGTAGTAACAc
Trpa1_1 caccgTCTGAGCGGTACCTTTACAG aaacCTGTAAAGGTACCGCTCAGAc
Trpa1_2 caccgCAAAAAAGTAGCACCTACCC aaacGGGTAGGTGCTACTTTTTTGc
Trpa1_3 caccgTGGGTACACTCAGACCATGA aaacTCATGGTCTGAGTGTACCCAc
Mcoln1_1 caccgGACATAGGCATACCGGCCCA aaacTGGGCCGGTATGCCTATGTCc
Mcoln1_2 caccgTTTGACAATAAAGCGCACAG aaacCTGTGCGCTTTATTGTCAAAc
Mcoln1_3 caccgATACCTTTGACATTGATCCA aaacTGGATCAATGTCAAAGGTATc
Mcoln2_1 caccgACGGGATCTGACGTCTGGCT aaacAGCCAGACGTCAGATCCCGTc
Mcoln2_2 caccgTTTCCACGGGATCTGACGTC aaacGACGTCAGATCCCGTGGAAAc
Mcoln2_3 caccgGATGGCGTCTCTCGATTCTG aaacCAGAATCGAGAGACGCCATCc
Mcoln3_1 caccgAAGACCCCTAATCACAGACC aaacGGTCTGTGATTAGGGGTCTTc
Mcoln3_2 caccgTAAGAGAAGCTGCTCTGACG aaacCGTCAGAGCAGCTTCTCTTAc
Mcoln3_3 caccgACAGATTCTGAAAATCGCGA aaacTCGCGATTTTCAGAATCTGTc
Pkd1_1 caccgATTCCCGTACCGATATACCT aaacAGGTATATCGGTACGGGAATc
Pkd1_2 caccgACAGTTGCGTAGATCAACAT aaacATGTTGATCTACGCAACTGTc
Pkd1_3 caccgAGCTCGCAGACATAACTATG aaacCATAGTTATGTCTGCGAGCTc
Pkd2_1 caccgGGGATCATTGCGTCGTACAG aaacCTGTACGACGCAATGATCCCc
Pkd2_2 caccgTGCCTGGAGCAGGACGAAAG aaacCTTTCGTCCTGCTCCAGGCAc
Pkd2_3 caccgTTCGGTTGTCAGCTTGCGTG aaacCACGCAAGCTGACAACCGAAc
Pkd1l3_1 caccgGCGACTTCTTCATCGTGCCG aaacCGGCACGATGAAGAAGTCGCc
Pkd1l3_2 caccgAAGTGGAGCGTCATTAGGAG aaacCTCCTAATGACGCTCCACTTc
Pkd1l3_3 caccgGCTGACGAGCAGCTCCGACA aaacTGTCGGAGCTGCTCGTCAGCc
Pkd2l1_1 caccgTCAGTACAATAACATGAACG aaacCGTTCATGTTATTGTACTGAc
Pkd2l1_2 caccgCGTGCGCAATGACTCCTGTG aaacCACAGGAGTCATTGCGCACGc



Pkd2l1_3 caccgCACACAGACAGATGTCCACG aaacCGTGGACATCTGTCTGTGTGc

Trpm5 ccggGGAAGAAGCGAGGCAAGTTTGctcgagCAAACTTGCCTCGCTTCTTCCtttttg

Trpm6 ccggGGGCATGTATGGAAATGAAGActcgagTCTTCATTTCCATACATGCCCtttttg

Trpc1 ccggGCTCATTGCCATTGAGAATGActcgagTCATTCTCAATGGCAATGAGCtttttg

P2rx1 ccggGCTGTCAGCCTTCTTCTTTGActcgagTCAAAGAAGAAGGCTGACAGCtttttg

shRNA sequences for target genes, refering to Fig. S4e


