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Figure S1. Schematic representation of the forward genetic screen. Animals (PO) were treated with
ethylmethanesulfonate (EMS) and the animals of the Flprogeny were self-fertilized. Then, dendrites of
F2 animals were analyzed for degeneration, and animals showing any changes were discarded. The
mutant animals with normal dendrites were infected with P. aeruginosa for 24 h and then screened for

dendrite degeneration.
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Figure S2. The mutation in the mtm-10 gene G270A from glycine(G) to arginine(A) at residue 270 is in
the conserved PTP-MTMR10-like domain.
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Figure S4. Orthology analysis of the gene Y48G1C.10 with the human MTMR (myotubularin related
proteins genes using the online tool DRSC Integrative Ortholog Prediction Tool (DIOPT).
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Figure S5. (A) Representative photomicrographs of dendrite degeneration in control CX5974 (Parent
strain), mtm-10 (ac270), mtm-10(0k2711), and mtm-10(ac270);Pmtm-10::mtm-10 animals expressing
RFP in AWC after exposure to paraquat(5mM) for 24 hours. The scale bars represent 10 um. Different
morphological changes in the dendrites are indicted with white arrows. (B) Quantification of the
dendrite degeneration phenotype in control, mtm-10(ac270), mtm-10(ok2711), and mtm-10(ac270);
Pmtm-10::mtm-10 animals expressing RFP in AWC neurons. N=3, number of animals=150. Control vs.
mtm-10(ac270) (p<0.0001), mtm-10 (ac270) vs. mtm-10(ac270);Pmtm-10::mtm-10 (p<0.0001) via one-
way ANOVA test.



