Supplemental Material

S2. List of the primers used for methylation analysys

| Region | Amplification Primer [ Sequencingprimer ________|
SEATTERLE For: TTTTTTATATGAGATTATGG (biotinylated) S1:CCTTTATAACCCTTAAAAAAAAA
Rev: ACTTCTACTAACTAACTATAC S2: ACTTCTACTAACTAACTATACAA
PR For: GAGGGAGAATAGAAATTTTAGAA S1: AGGTTTTGTTTTTTTTATTTATTG

Rev: TAAAATTCTAAAAACCCCCCAT (biotinylated)  s2: ATTATGAGTATAGAAAGTATGAT

mTNFpromREG1_For Region1 PCR l=liceich
(biF:JtinyIated)_ ATATGAGATTATGG amplgification for ;‘n?dlyiie'd s
mTNFpromREG1_Rev ACTTCTACTAACTAACTATAC e s I::a:m:ennttzvo
Region1 Sequencel CCTTTATAACCCTTAAAAAAAAA Sequencing primer for (Region 1 and 2)
TNF-a region1 Sequence? ACTTCTACTAACTAACTATACAA Region 1 S p—
¢hr17:35201591-35202581 mTNFpromREG2_For GAGGGAGAATAGAAATTTTAGAA Region2 PCR fragment was
mTNFpromREG2_Rev amplification for sequenced in two
(biotinylated) TAAAATTCTAAAAACCCCCCAT e e d?fferent round
Region2 Sequencel AGGTTTTGTTTTTTTTATTTATTG Sequencing primer for (sequence 1 and
Region2 Sequence2 ATTATGAGTATAGAAAGTATGAT Region 1 2)
meth_SOCS3_forl GTTGGGTTTGAGATACGGTT Primer for methylated
SOCS3 meth_SOCS3_revl CGCGACGATAACTACAACTACTTC fragments
chr11:117967652- unMeth_SOCS3_forl GGTGGTTGGGTTTGAGATATG Primer for
117968576 unMeth_SOCS3_rev1l AATCTACACAACAATAACTACAACTACTT unmethylated

C fragments



