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Figure S1: Comparison of native MS spectra of oridonin (1) binding to three Nsp9 homologues 

at 10 μM and 30 μM.

Figure S2: Comparison of native MS spectra of HAO472 (2) binding to three Nsp9 homologues 

at 1 μM and 10 μM.
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Figure S1. Comparison of native MS spectra of oridonin (1) binding to three Nsp9 homologues 

at 10 μM and 30 μM. Only charge state 6+ was shown in the spectra.

Figure S2. Comparison of native MS spectra of HAO472 (2) binding to three Nsp9 homologues 

at 1 μM and 10 μM. Only charge state 6+ was shown in the spectra.


