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TEMP analysis from 
Perrat et al, 2013 [3]
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TIDAL reanalysis of data from 
Perrat et al, 2013 [3]

B

TEMP program output, from Fig. 4B,  Treiber and Waddell,  2017 [2]

R1, Doc3 and HB are not major insertions in TIDAL analyses, likely 
from lack of supporting reads on both sides of the TE insertion.

TEMP program from Fig. 6A, Khurana et al,  2011 [1] 

Despite same program and datasets, these two TEs are in 
different rank order with second analysis below.
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TIDAL analysis of the same data from Khurana et al [1] in this study.

Very different ranking of notable TEs in red.  F-element is less 
ambiguous name of FW. FB is not called by TEMP.

C

chr2L:4,300,965-4,303,564

Excerpt from Figure 2B, Treiber and Waddell, 2017 [2]
BLAT mapping of Split Reads 

from TIDAL analysis 

However, TIDAL does not call these Orange points 
because each call is represented by just a single PE read-

pair one side of the putative insertion.

Sample#01

Sample#05

Sample#11

TIDAL clearly finds this maroon dot supported by
>250 PE pairs per library and both sides split reads
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