
Figure	1.	
Kaplan-Meier	Curves	Analyses	for	Clinical	Cardiovascular	Endpoints	Stra=fied	by	Vit-D	Gene=c	
Exposure	
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Figure	2.	Per-Allele	Es=mates	of	Hazards	Ra=o	(HR)	for	Incident	Clinical	CV	Endpoints	Driven	by	
Gene=c	Vit-D	Exposure	
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Figure	3.	
Mendelian	Randomiza=on-Inferred	Causality	of	Vit-D	on	Incident	Clinical	CV	Endpoints	
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Supplementary	Figure	2.	
Panel	A.	Serological	and	Gene7c	Vitamin	D	Predic7on	Risk	Es7mates	for	Devia7on	from	Achieving	Guideline-Directed	
Systolic	Hypertension	Control	

*	P<0.05	

Panel	B.	Failed	(i)	JNC-8	and	(ii)	ADA	Guidelines-Directed	Cut-off	For	Systolic	Hypertension	Predicts	
Risk	of	Incident	Combined	CV	Endpoints. 
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Supplementary	Figure	3.	
Theore=cal	Paradigm	

Gene7cally	Predicted	Vit-D	Confers	Secondary	Protec7on	Against	CVD	Events	in	
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