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Additional file 4: Figure S2. The distribution of protein’s sequence coverage.
Different colours represent different ranges of sequences coverage. The percentage
shows the proportion of the number of proteins with different coverage ranges/the total
number of proteins. The plots A, B, C, D, E, and F corresponds to F1, F2, F3, C1, C2,

and C3 (F, fine; C, coarse) samples, respectively.



