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Figure S1. Relative changes of ZEB and Twist families following knockdown and
overexpression of Tspan9 in OS cells were examined using qRT-PCR. (A-D) No
significant alterations in the mRNA levels of ZEB1, ZEB2 and Twistl were observed.
ZEB, zincfinger E-box binding homeobox; Twist, twist family bHLH transcription
factor.



