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Figure S1 Association of PCGF1 expression with clinicopathological characteristics of glioma patients, including IDH status (A), gender (B),
and 1p/19q codeletion (C). ns, P>0.05; ***, P<0.001. IDH, isocitrate dehydrogenase.

1p/19q codeletion: non-codel

WHO grade: G3&G4

4 104 % PCGF1
w0 Peert Lo
Low .
High High
9 0.8
> 081 z 2
= a o
2 © ©
8 06 g 061 S
[ 5 g
e ® s
S 04 2 041 2
H 4 I
> @ 7
P 024 029, Free Interval
) Progress Free Interval rogress e mpme
HR =2.90 (2.283.69) :R<I>§o‘1‘ (1.632.74y
0.0 4 P<0001 0.0 4 .
T T T T T T
T T T T
0 50 100 150 0 25 ) 50 75 100 125
Time (months) Time (months)
Gender: Male 1p/19q codeletion: non-codel
1.0 1.0 PCGF1
~+= Low
High
> 0.8 4 > 0.8 4
3 3
8 06 8 06
2 [
(= Q.
2 044 T 04+
2 2
@ @
02 Progress Free Intefval 027 biease Spedific Survival
HR = 2.68 (2.00-3.57) HR = 3.89 (2.91-5.20)
0.0 P<0001 0.0 P<0001
T T T T T T T T T
0 50 100 150 0 50 100 150 200
Time (months) Time (months)
Age: <=60 Gender: Male
1.0 PCGF1 104
—+ Low
High
> 0.8 > 0.8
3 3
<2 0.6 2 0.6
[ [
a Q.
S 044 S 04
2 2
@ @
029 hieease Specific Survival 029 Hoease Specific Survival
HR = 2.45 (1.77-3.40) HR = 3.48 (2.44-4.98)
0.04 P<0.001 0.0 P<0001
T T T T T T T T T
0 50 100 150 200 0 50 100 150

Time (months)

Time (months)

Age: <=60
1.04 PCGF1
—+ Low
High
0.8
0.6 4
0.4
0.2 progress Free Interval
HR = 1.70 (1.32-2.19) —
0.04 P<000t
T T T T
0 50 100 150
Time (months)
WHO grade: G3&G4
1.0 PCGF1
—+ Low
High
> 0.8
%
2 0.6
[
(=%
2 04+
4
@
027 picease Specific Survival
HR = 2.48 (1.84-332)
004 P<oo001
T T T T T
0 50 100 150 200
Time (months)
Gender: Female IDH status: WT
1.04 PCGF1 101% PCGF1
— Low i =+ Low
High 0sd * High
> 0.8 2" %
= z 3
8 ©
8 06 S 061 1
o 2 *
s s
S 04+ S 04+
2 c
5
@ @
0.2 021 pisease
Disease Specific Survival
HR = 2.29 (1.51-3.48) HR =1.40(1.03-1.92)
004 P<0001 0.0 P=0033
T T T T T
0 50 100 150 200 0 50 100 150 200
Time (months) Time (months)

Figure S2 Survival analysis of PFI and DSS in subgroups according to 1p/19 deletion status (no-codel), WHO grade (G3&G#4), age (<60),
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survival; WHO, World Health Organization; IDH, isocitrate dehydrogenase, WT, wide-type.
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Figure S3 Survival analysis of PFI in subgroups according to age (>60), 1p/19 deletion status (codel), WHO grade (G2), gender (female)
and IDH status -, as well as DSS in subgroups according to 1p/19 deletion status (codel), WHO grade (G2), age (>60) and IDH status (Mut)
between the PCGF1-high and -low expression cohorts. PFI, progression-free interval; DSS, disease specific survival; WHO, World Health
Organization; IDH, isocitrate dehydrogenase; WT, wide-type; Mut, mutant.
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Figure S4 Analysis of OS in the subgroups according to an age >60 years, G2, 1p/19q codeletion, and mutant IDH status between the

PCGF1-high and -low expression cohorts. OS, overall survival; IDH, isocitrate dehydrogenase.
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Figure S5 Scatter plots showing the correlations of TILs with the expression levels of PCGF1. TILs, tumor-infiltrating lymphocytes.
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