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upplementary Fig. 6 STIGALS]
The MSigDB Hallmark Tf?éi
allmark gene sets “In ” « RE4]
show statistically Signifigcl:ant conc dterferon alpha response” and *Interferon gamma response’ R :
for the vitamin D treatment’gro or fhnt gkon-reguIatlon between the V3 and V1 sampling times STALS] z
3 up in the cohort (adjusted I S
respectively). a ) (ad) p-values 1.34e-09 and 8.45e-09 NKD1 S
enrichmenty ;na)lyl/_s?:dtl)r;gHeei?r?qé Corﬁ genes ﬁccountmg for the enrichment signals in the gene set oo
. : p showing the log2 fold change bet vt
gene identified in a) , for all th . ge between V3 and V1 for each NLRCE]
; e treatment groups in both 32
D2 = vitamin D,, D3 = vitami P oth the SA and WE cohorts (P = pl Rk
», D3 = vitamin D3). G i . placebo, RSl
gamma response gene sets is ir?c)iica(taggt:“tar:gb%i?%()f the I;I)allmark interferon alpha and oylls]
labelled “alpha & \ . Genes shared between both sets are i)
gamma’. Gene PSMB8 belon i e
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the alpha response. g oth sets, but is a leading edge gene only for SAMHD! 1 -



