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Validation

The SHAPE data generated in this study have been deposited in the Figshare database under accession code 19100390 [https://doi.org/10.6084/
m9.figshare.19100390]. The raw gel quantification and virus titration data generated in this study are provided in the Source Data file. All other data are available
within the paper and supplementary materials.

No sample size calculations were performed. All experiments involving statistical analysis were performed at least three times which is the
number of replicates that was commonly used in similar studies before.

No data was excluded

All experiments were repeated at least two times and produced similar results

Randomization was not required as in in vitro experiments cells with different treatments cannot be randomized

Blinding was not possible for the experiments with cell lines performed by the same researcher at all stages. All experiments were designed
with the appropriate controls, and samples for comparison were collected and analyzed under the same conditions.

Flavivirus E-protein (4G2) Mouse mAb was generated previously (Gentry et al., 1982) and was obtained from Prof R.A. Hall (University
of Queensland).

PaRV E-protein (7D11) Mouse mAb was generated previously (Piyasena et al., 2017) and was obtained from Prof R.A. Hall (University
of Queensland).

PCV E-protein (5G12) Mouse mAb was generated previously (Piyasena et al., 2017) and was obtained from Prof R.A. Hall (University
of Queensland).

IRDye® 800CW Goat anti-Mouse IgG Secondary Antibody (LI-COR, Cat # P/N: 925-32210)

Flavivirus E-protein (4G2) Mouse mAb was validated previously to specifically recognize E-proteins of BinJV and HVV:




