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Antibodies
Antibodies used

MTBLS4013 [https://www.ebi.ac.uk/metabolights/]. The processed RNAseq, proteomic and lipidomic data are available in the respective supplementary tables.

The PRIDE-Database are currently set to private mode (accessible with Username: reviewer_pxd026646@ebi.ac.uk, Password: z1gurkKw) and will be made publicly
available upon acceptance. The NCBI/SRA RNAseq data is released and the lipidomic data has been uploaded but is still under curation through the metabolights
database.

Sample sizes were chosen based on practical and scientific considerations: for stainings and ERGs on larvae, at least 10 animals per condition
were chosen in each experiment; where quantifications were performed, this sample size was sufficient to determine statistical significance.
For adults, which are hard to raise as mutant, as many fish as available were used (i.e. for ERG on 3-month old fish). For -omics experiments,
we used standard sample sizes (n=3 for transcriptomics or n=4 for proteomics) based on statistical considerations. In these experiments, each
sample represented a pool of as many animals as required to allow robust detection by the method employed (e.g. 7 retinae from 4 fish to
retrieve sufficient amounts of protein for MS/MS).

no data were excluded

All experiments were repeated at least twice with multiple animals from distinct clutches, also representing biological replicates within each
experiment (larvae and adults). Relevant variability was reported when observed (e.g. such as body curvature in mutant larvae); no conflicting
results were observed (i.e. replication was always successful).

No randomization was performed since we have two conditions (control and mutant) which are inherently distinct from each other.
Therefore, the genetic background (possessing the mutation or not) defines the allocation into that group. The studies were analyzed/
measured in a blinded manner wherever possible to evade biases.

Image analysis was performed in a blinded manner as to genotype. For ERGs, genotyping was performed after the measurement (so the
measurement was done without knowledge of the genotype).

Primary antibodies were mouse anti-4D2 (1:200, gift from R. Molday, University of British Colombia), mouse-anti-Zpr-1 (1:200,
Zebrafish International Resource Center, Eugene, https://zfin.org/ZDB-ATB-081002-43), rabbit-anti-UV-opsin (1:300, gift from D.
Hyde, https://zfin.org/ZDB-ATB-090508-3), mouse-anti-SV2 (1:100, Developmental Studies Hybridoma Bank, https://zfin.org/ZDB-
ATB-081201-1), rabbit anti-Arl13b (1:100, gift from Z. Sun, Yale University, https://zfin.org/ZDB-ATB-100113-1), mouse-anti-
acetylated-Tubulin (1:500, clone 611B-1, Cat# MABT868, SIGMA), rabbit- anti syntaxin-3 (1:200, Alomone labs, Cat# ARN-005) and
mouse monoclonal anti-polyglutamylated tubulin (1:400,GT335 clone, Cat# alx-804-885-c100, Enzo Life Sciences). Secondary
antibodies were Alexa Fluor-conjugated goat anti-rabbit (Alexa488, Cat#A-11008) or goat anti-mouse (Alexa488, Cat#A28175;
Alexa568, Cat#A-11004) IgG (1:400, Life Technologies, Darmstadt, Germany).




