
Figure S5. ZFTA-RELAFUS1 domain interactomes: A. Genesets (among 18,225) significantly enriched 
among proteins binding specifically to the indicated wild-type partner or fusion protein. Number of significantly 
bound proteins are shown in parenthesis. Non-redundant, specific binding interactomes were identified in 
chromatin, heterochromatin, NF-KB and SWI/SNF pathways. B. Protein complexes enriched among proteins 
whose binding was specifically ans selectively lost from the deletion mutants. Number of significantly lost 
bound proteins are shown in parenthesis. Protein complexes are from among 4274 in the CORUM database.
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