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Appendix Figure S1: Flowcharts detailing (A) The different data sets and filters used in the study
(B) Flowcharts for Figures 2 and 3 (C) Flowchart for Figure 4.
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Appendix Figure S2: mRNA and protein profiles of house-keeping genes GAPDH and TUBB, as well as two
p53 targets E2F7 and XPC.
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Appendix Figure S3: mRNA and protein profiles of all targets classified into 11 categories (a-k) of dynamical responses
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