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Supplementary figure 1. Hierarchical
clustering analyses including HIV-/TB+
subjects and HIV-/TB- subjects. The 20
sncRNA that generated the smallest P val-
ues in Limma analysis from respective
comparison. Microarray data median
centred before analysis. Pearson’s correla-
tion used as distance matrix. Heatmap red
colour indicate upregulated and blue colour
downregulated sncRNA. Colour codes at
the top represent infection status, HIV+/
TB+ (red), HIV-/TB+ (blue) and HIV-/
TB-(yellow). Probe HBIlI 438A aso as
signed to HBII-438B, probe U84 aso as-
signed to ENSG00000263442/



