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Figure S1. MS reproducibility and protein cumulative curve. Related to Figure 1.
(A) Pearson’s correlation coefficients of 6 quality control samples.
(B) The cumulative number of proteins detected across healthy, pneumonia and COVID-19 samples.
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Figure S2. A urinary proteomic landscape of COVID-19 during disease progression. Related to Figure 2.
(A) &29,'����VSHFLILF�'(3V�ZHUH�LGHQWLILHG�E\�FRPSDULQJ�SURWHLQ�DEXQGDQFH�DV�RQH�JURXS�DQG�DW�HDFK�RI�WKH�WKUHH�VWDJHV�ZLWK�
WKRVH�RI�WKH�SQHXPRQLD�DQG�KHDOWK\�FRQWUROV��0DQQ±:KLWQH\�8�WHVW�S�YDOXH�������LQFUHDVHG�E\�!��IROG�WKDQ�ERWK�KHDOWK\�RU�
pneumonia controls). (B) %XEEOH�SORW�VKRZLQJ�DOO�XULQDU\�SURWHLQV�FKDQJHG�GXULQJ�&29,'����SURJUHVVLRQ�LQ�WKH���SDWKZD\V��
+��KHDOWK\��3��SQHXPRQLD�&�WRWDO���WRWDO�&29,'�����&�PRGHUDWH���PRGHUDWH�&29,'�����&�VHYHUH���VHYHUH�&29,'�����HDUO\��HDUO\�
VWDJH�&29,'�����PLGGOH��PLGGOH�VWDJH�&29,'�����UHFRYHU\��UHFRYHU\�VWDJH�&29,'�����1$7�SRVWLYH���QXFOHLF�DFLG�WHVW�ZDV�
SRVLWLYH��1$7�QHJDWLYH���QXFOHLF�DFLG�WHVW�ZDV�QHJDWLYH�
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A.

Ĺ up-regulated in urine proteome

* down-regulated in plasma metabolism
Symbol in grey is gene not detected in urine proteome 

B.
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Figure S3. The abundance of ACE2, TTR, SAA2, RAB3A and activation of TCA cycle. Related to Figure 3, 4, 5.
(A) ACE2 abundance across 34 groups. Boxplot displaying the median abundance of proteins(center line: median, bounds of 
ER[����WK�DQG���WK�SHUFHQWLOHV��DQG�ZKLVNHUV��IURP�4��í����,45�WR�4�������,45���$OO�GDWD�H[FHSW�&29,'����SDWLHQWV�ZHUH�
obtained from Shen et al.[23]. (B) Boxplot displaying the abundance of TTR, SAA2 and RAB3A across 5 group, which are 
candidate biomarkers to stratify high-risk patients (Healthy: n = 176, pneumonia: n = 55, COVID-19: n = 86, early moderate 
COVID-19: n = 25, early severe COVID-19: n = 8). Boxplot center line: median, bounds of box: 25th and 75th percentiles, 
DQG�ZKLVNHUV��IURP�4��í����,45�WR�4�������,45��(C) Activation of TCA cycle. Itaconate is produced by activated 
macrophages from the TCA cycle intermediate cis-aconitate. Itaconate is converted to itaconyl-CoA, citramalyl-CoA, and, 
ILQDOO\��S\UXYDWH�DQG�DFHW\O�&R$�E\�&/<%/���Ĺ���LQ�����&29,'����VSHFLILF�'(3V�����GRZQ�UHJXODWHG�LQ�SODVPD�PHWDEROLVP��
Symbol in grey is gene not detected in urine proteome).


