Table S1 SNP associated with FPG, 2hPG, HbAlc and BMI from the genome-wide association study after imputation analysis for
prediabetes

SNP Chr (BP) Gene Minor/Major allele MAF B (SE) p Value

Dominant model

2hPG associated

1s9550371 13 (30690780) USPL1, ALOX5AP G/A 0.167 -1.149 (1.637) 3.88E-06
rs13052524 21 (34075614) MRPS6, SLC5A3 A/T 0.061 -0.914 (1.635) 2.09E-06
1562212118 21 (34093207) MRPS6, SLC5A3 A/G 0.033 -0.927 (1.637) 4.03E-06
HbA Ic associated
rs142013708 1(30115880) LINCO01648, MATN1 C/A 0.030 -1.341 (1.547) 3.20E-06
15140071694 1(30116213) LINCO01648, MATN1 C/T 0.030 -1.341 (1.547) 3.20E-06
15150306839 1(30116277) LINCO01648, MATN1 T/C 0.030 -1.341 (1.547) 3.20E-06
15138084074 1(30116278) LINCO01648, MATN1 G/A 0.030 -1.341 (1.547) 3.20E-06
15142002616 1(30116659) LINCO01648, MATN1 G/A 0.031 -1.357 (1.545) 1.60E-06
rs1371810 5(34503247) NONE, RAI14 T/C 0.347 -1.172 (1.547) 2.70E-06
rs1371809 5(34503441) NONE, RAI14 G/T 0.349 -1.156 (1.547) 2.59E-06
rs4146607 5(34503676) NONE, RAI14 C/A 0.349 -1.156 (1.547) 2.59E-06
rs4146606 5(34503902) NONE, RAI14 C/T 0.349 -1.156 (1.547) 2.59E-06
rs13157326 5(34504172) NONE, RAI14 A/G 0.349 -1.156 (1.547) 2.59E-06
rs6880621 5(34504277) NONE, RAI14 G/A 0.349 -1.162 (1.547) 2.49E-06
rs11745300 5(34504563) NONE, RAI14 G/C 0.349 -1.156 (1.547) 2.59E-06
BMI associated
157624734 3(39067012) WDR48 A/G 0.340 -0.184 (1.471) 2.58E-06
rs11142842 9 (71478193) TRPM3;TMEM2 G/A 0.306 -0.121 (1.465) 5.31E-07
rs1891298 9 (71479613) TRPM3;TMEM2 A/G 0.310 -0.124 (1.469) 2.13E-06
rs1891299 9 (71479750) TRPM3;TMEM2 G/T 0.310 -0.125 (1.469) 1.96E-06
rs11142843 9 (71479866) TRPM3;TMEM?2 A/T 0.310 -0.125 (1.469) 1.96E-06
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FPG: fasting plasma glucose, HbAlc: glycosylated hemoglobin, 2hPG: 2-hour postprandial glucose, BMI: body mass index.
p<5x10°



