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A Cutting site 610A>T mutation

5 GATGGGCCCCCCVCGGA AA ‘ﬂ CATCATCAATGCC 3

FErrrrrrrerrrrrrrnd NARERERNNEAN
3 CTACCCGGGGGGGCCTATTTTCGTAGTAGTTACGG &

PAM sgRNA (20bp)
Donor ssDNA
ATCC.....GATGGGCACCCCCGGATAAAAGCATCATCAAT...CGCC
Left homology arm l l Right homology arm

(4500) (4500)

Silent mutation in PAM AGC(Ser) > TGC(Cys)

B p.Ser204Cys

L 4
G66CCCCCCCGBGGATAAAAGCATC A

C CRISPR-corrected pSer204Cys
3 3

GGGCCCCCCCGGATAAAAGC ATCA

190 210 22
GTAGATAAATGCAGCGATAGTAATGATGCTGCATTTATSTGEGCTGGAATTCA

o N Potential Off-target 1
GG_NGA-G,G_G—G-GG G GENT G G—; Chr 6 88378477-499

AMANANAAAMAAANN Al‘m uh CRISPR corrected #6.1
GTAGATAAATGCAGCGATAG AA GA G TGCATTTAT C GGGC GGA TTC
AMANMANAAAAN AN AANA, ANALAANAIM . CRISPR corrected #6.2

GTAGATAAATGCAGCGATAGTAATGATGCTGCATTTATCTGGGCTGGAATTC

180 190 200 210 220
GGCCCTGCTGCTATGCCTCCeGATGATGCATTTATTCATGGTGGCAGGTG

T Potential Off-target 2

G G_G-G_g_G-G-G_G G-G GA-G Gl G| Chr 22 33629462-484

[a]

2]
2]
n
[a]
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