KpC-3 MSLYRRLVLLSCLSWPLAGFSATALTNLVAEPFAKLEQDFGGSIGVYAMDTGSGATVSYR 60

KPC-46 MSLYRRLVILSCLSWPLAGFSATALTNLVAEPFAKLEQDFGGS TGVYAMDTGSGATVSYR 60

KPC-92 MSLYRRLVILSCTLSWPLAGFSATALTNLVAEPFAKLEQDFGGS TGVYAMDTGSGATVSYR 60

KPC-66 MSLYRRLVILSCT.SWPLAGFSATALTNLVAEPFAKLEQDFGGS TGVYAMDTGSGATVSYR 60
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KPC-3 AEERFPLCSSFKGFLAAAVLARSQQQAGLLDTFIRYGKNALVPWS PISEKYLTTGMTVAE 120

KPC-46 AEERFPLCSSFKGFLAAAVLARSQQQAGLLDTPIRYGKNALVPWSPISEKYLTTGMTVAE 120

KPC-92 AEERFPLCSSFKGFLAAAVLARSQQQAGLLDTPIRYGKNALVPWS PISEKYLTTGMTVAE 120

KPC-66 AEERFPLCSSFKGFLAAAVLARSQOQAGLLDTPTRYGKNALVEWS PTSEKYLTTGMTVAE 120
FA KK A A I A A AT A A AR AAA A A AR A A A AR AAA T A AR KA A A A AT AHAA AR A A KA I A A AR A HAAKRK

KPC-3 LSAAAVQYSDNARANLLLKELGGPAGLTAFMRS T GDTTFRLDORWELELNSAT PGDARDTS 180

KPC-46 LEAAAVOYSDNARANTLLKELGGPAGLTAFMRS T GDTTFRLDRWELEPNSAT PGDARDTS 180

KPC-92 LEAAAVOYSDNARANTLLKELGGPAGLTAFMRS T GDTTFRLDRWET,~-D3AT PGDARDT S 178

KPC-66 LSAAAVOYSDNAAANLLLKELGGPAGLTAFMRS T GDTTFRLDRWEL -~ ~N3ATPGDARDTS 178
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KPC-3 SPRAVTESLOKLTLGSALAAPQRQQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCGVY 240

KPC-456 SPRAVTESLOKLTLGSALAAPQRQQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCGVY 240

KPC-92 SPRAVTESLOKLTLGSALAAPQRQQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCGVY 238

KPC-66 SPRAVTESLOKLTLGSALAAPQROQFVDWLKGNTTGNHRIRAAVPADWAVGDKTGTCGVY 238
FA KR KA KA I A A AR A A A AR AN A A A AR A A A AR AN EA T A AR KA A A A AN FT A AR A A A I A A AR T AA KK

KPC-3 GTANDYAVVWETGRAPIVLAVYTRAPNKDDKYSEAVIARAARLATEGLGVNGQ 293

KPC-456 GTANDYAVVWPTGRAPIVLAVYTRAPNKDDKYSEAVIARAARTALEGLGVNGO 293

KPC-92 GTANDYAVVWETGRAPTVLAVY TRAPNKDDKYSEAVIARAARTATEGLGVNG) 291

KPC-66 GTANDYAVVWETGRAPIVLAVYTRAPNKDDKYSEAVIAAAARLATEGLGVNGO 291
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Figure S1. Alignment of the amino acid sequences of KPC-3 and novel KPC-46, KPC-
66 and KPC-92 enzymes. Red box indicates the Q-loop region (Arg164 to Aspl179). The
gray shading shows the mutated positions in KPC-46, KPC-66 and KPC-92 variants.



