
Serum cytokines

6 factors

2 factors

SCZ (n=63) HC (n=57)

Gut microbiome

327 mOTUs

Serum metabolites

8488 features
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Co-abundance group

12 CAGs

Metabolite clusters

18 Metabotypes

50 mOTUs 133 features

correlation 

Random forest 
7 Variables

AUC=99.47
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mediation analysis


