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Figure S3. mRNA expression levels in basal and IL-15 treatment conditions. Gene expression was

normalized over Actin. Values represent genes fold change calculated as a ratio between IL-1R8-

and mock- siRNA transfected cells in basal condition and after 2h IL-15 treatment. Genes have

been grouped according to their cellular function. Statistical significance has been determined

by unpaired t test Figure S3
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