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Table S1. Plasmids used in this study 
 

Name Description Source 
pSK--NAT-PGK  this study 
pBMF1 SEI1pr-SEI1-13xmyc::HIS3 this study 
pHA144 pET28a SEI1(47-235) R178A-6xHis this study 
pHA147 pET28a SEI1(47-235)-6xHis this study 
pHA234 pRS416 ADHpr-GFP this study 
pHA236 pRS416 ADHpr-SEI1 (S33I Y37A Y41A)-GFP (Patch1) this study 
pHA238 pRS416 ADHpr-SEI1 (S33I Y37A Y41A M240G Y248I  this study 
 F255R I259K)-GFP (Patch1+2)  
pHA240 pRS416 ADHpr-SEI1(M240G Y248I F255R I259K)-EGFP (Patch2) this study 
pHA246 pRS416 ADHpr-SEI1-GFP this study 
pHA247 pRS416 ADHpr-SEI1 (R178A)-GFP this study 
pHA249 pRS416 ADHpr-SEI1(Q114A)-EGFP  

 
this study 

pHA250 pRS416 ADHpr-SEI1(E172A)-EGFP  
 

this study 
pHA251 pRS416 ADHpr-SEI1(E172A R178A)-EGFP  

 
this study 

pHA252 pRS416 ADHpr-SEI1(Q114A E172A R178A)-EGFP  
 

this study 
pHA253 pRS416 ADHpr-SEI1(Q114A E172A)-EGFP  

 
this study 

pHA254 pRS416 ADHpr-SEI1(Q114A R178A)-EGFP  
 

this study 
pHA279 pRS416 ADH1pr-dm seipin-EGFP 

 
this study 

pHA406 pRS416 ADHpr-SEI1 ∆169-173 -GFP 
 

this study 
pHA407 pRS416 ADHpr-SEI (169,172,173 to A) -GFP 

 
this study 

pHA410 pRS416 ADHpr-human seipin isoform 2 (1-300 aa) -GFP 
 

this study 
pHA412 pRS416 ADHpr-dm lumenal- yeast TM-GFP 

 
this study 

pHA413 pRS416 ADHpr-human seipin-yeast TM-GFP 
 

this study 
pHA418 pRS416 ADHpr-yeast lumenal-human TM-GFP 

 
this study 

pHA432 pRS416 ADHpr-SEI1 (167-185 7xA)-GFP 
 

this study 
pHA433 pRS416 ADHpr-SEI1 (∆167-174)-GFP 

 
this study 

pHA444 pRS416 ADHpr-yeast lumenal-dm TM-GFP 
 

this study 
pHA445 pRS416 ADHpr-SEI1 (shuffled-switch)-GFP 

 
this study 

pHA446 pRS416 ADHpr-SEI1 (∆-switch)-GFP 
 

this study 
pHA523 pRS416 ADHpr-SEI1 (C260L S266L T269I)-GFP 

 
this study 

pHA525 pRS416 ADHpr-SEI1 shuffled TMD N-GFP 
 

this study 
pHA526 pRS416 ADHpr-SEI1 shuffled TMD C-GFP 

 
this study 

pHA527 pRS416 ADHpr-SEI1 shuffled TMD N+C-GFP 
 

this study 
pHA528 pRS416 ADHpr-SEI1 TMD N FIT2-GFP 

 
this study 

pHA529 pRS416 ADHpr-SEI1 TMD C FIT2-GFP 
 

this study 
pHA530 pRS416 ADHpr-SEI1 TMD N+C FIT2-GFP 

 
this study 

pTW185 ssHDEL-MARS::LEU2 
 

 
Italic font indicates gene or promoter information. 
  



Table S2. Yeast S. cerevisiae strains used in this study 
 

Name Genotype Source 
BY4741 MATa his3∆1 leu2∆0 met15∆0 ura3∆0 Euroscarf 
HAY60 BY4741; kanMX::GALpr)-FLD1-3xFLAG-TEV-ProtA::hygR this study 
 natNT2::GAL1pr-LDB16 

 
 

TWY2143 BY4741; sei1::kanMX Euroscarf 
W303-1A MATa leu2-3,112 trp1-1 can1-100 ura3-1 ade2-1 his3-11,15 35 

W303-1A sei1∆ W303-1A; sei1::hygR 47 

W303-1A sei1∆ pln1∆ W303-1A; sei1::hygR pln1::HIS3MX6 47 
W303-1A pln1∆ W303-1A; pln1::hygR 47 
SEI1-myc W303-1A pln1∆; SEI1::13xmyc-HIS3 this study 
ldb16∆ SEI1-myc W303-1A pln1∆; ldb16:kanMX:natNT1::PGK1pr- SEI1::13xmyc-HIS3 this study 
R178A W303-1A pln1∆; SEI1 (R178A)::13xmyc-HIS3 this study 
Q114A W303-1A pln1∆; SEI1 (Q114A)::13xmyc-HIS3 this study 
E172A W303-1A pln1∆; SEI1 (E172A)::13xmyc-HIS3 this study 
Q114A R178A W303-1A pln1∆; SEI1 (Q114A R178A)::13xmyc-HIS3 this study 
E172A R178A W303-1A pln1∆; SEI1 (E172A R178A)::13xmyc-HIS3 this study 
Q114A E172A W303-1A pln1∆; SEI1 (Q114A E172A)::13xmyc-HIS3 this study 
Q114A E172A R178A W303-1A pln1∆; SEI1 (Q114A E172A R178A)::13xmyc-HIS3 this study 
PGK1pr-R178A W303-1A pln1∆; natNT1::PGK1pr-SEI1 (R178A)::13xmyc-HIS3 this study 
R178A PGK1pr-LDB16 W303-1A pln1∆; natNT1::PGK1pr-SEI1 (R178A)::13xmyc-HIS3 this study 
Patch1 W303-1A pln1∆; PGK1pr-SEI1 (Patch1)-13xmyc::HIS3 this study 
Patch1 R178A W303-1A pln1∆; PGK1pr-SEI1 (Patch1 R178A)-13xmyc::HIS3 this study 
Patch2 W303-1A pln1∆; hygR PGK1pr-SEI1 (Patch2)-13xmyc::HIS3 this study 
Patch2 R178A W303-1A pln1∆; PGK1pr-SEI1 (Patch2 R178A)-13xmyc::HIS3 this study 
Patch1+2 W303-1A pln1∆; PGK1pr-SEI1 (Patch1+2)-13xmyc::HIS3 this study 
Patch1+2 R178A W303-1A pln1∆; PGK1pr-SEI1 (Patch1+2 R178A)-13xmyc::HIS3 this study 
Sei1 (TM-N-FIT2) W303-1A pln1∆; PGK1pr-SEI1 (TMD-N)-13xmyc::HIS3 this study 
Sei1 (TM-C-FIT2) W303-1A pln1∆; PGK1pr-SEI1 (TMD-C)-13xmyc::HIS3 this study 
Sei1 (TM-NC-FIT2) W303-1A pln1∆, PGK1pr-SEI1 (TMD-N+C)-13xmyc::HIS3 this study 
Sei1 (shuffled TM-N) W303-1A pln1∆; PGK1pr-SEI1 (shTMD-N)-13xmyc::HIS3 this study 
Sei1 (shuffled TM-C) W303-1A pln1∆; PGK1pr-SEI1 (shTMD-C)-13xmyc::HIS3 this study 
Sei1 (shuffled TM-NC) W303-1A pln1∆; PGK1pr-SEI1 (shTMD-N+C)-13xmyc::HIS3 this study 
C260L S266L T269I W303-1A pln1∆; PGK1pr-SEI1 (C260L S266L T269I)-13xmyc::HIS3 this study 
∆-switch W303-1A pln1∆; hygR natNT1::PGK1pr-SEI1 (∆-switch)-

13xmyc::HIS3 

this study 
shuffled-switch W303-1A pln1∆; natNT1::PGK1pr-SEI1 (shuffled-switch)-13xmyc this study 
 ::HIS3  
169,172,173 to A W303-1A pln1∆; natNT1::PGK1pr-SEI1 (3xA)::13xmyc-HIS3 this study 
167-185 7xA W303-1A pln1∆; natNT1::PGK1pr-SEI1 (7xA)::13xmyc-HIS3 this study 
∆169-173 W303-1A pln1∆; natNT1::PGK1pr-SEI1 (∆169-173)::13xmyc-HIS3 this study 
∆167-174 W303-1A pln1∆; natNT1::PGK1pr-SEI1 (∆167-174)::13xmyc- this study 
 HIS3  

Italic font indicates gene or promoter information. 
 
 
 




