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Source data are provided with this paper. The genome of Faecalibaculum rodentium strain NYU-BL-K8 is available in NCBI database under accession code
NZ_MPJZ01000004.1. The sequencing data generated in this study have been deposited in the NCBI Sequence Read Archive (SRA) database under the accession
code PRJNA766437.

No statistical method was used to determine sample sizes and at least three repeats were used for important experiments to draw reliable
conclusions.

No data were excluded from the analyses

Important experiments were repeated three times and all attempts at replication were successful.

Samples (cells) were allocated into experimental groups randomly.

Samples (cells) were allocated into experimental groups blindly and more than one investigators observed analysis results independently.




