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We sampled 252 soil-samples from 200 vineyards. We built 504 amplicon libraries equally distributed between 16S and ITS and
subsequently analyzed them to retrieve information about the microbial community harboured in the vineyard's soil. We developed
a model based on random forest to trace-back a soil sample to its country of origin only based on its microbial composition.

The research samples used in this research were soil samples taken form the top-surface 0-5cm in vineyards from 13 different
countries worldwide. The choice of soil is due to the fact that it has been shown to be the main reservoir of microbes colonizing
grapevine plants. The choice of the depth is due to the fact that top-soil harbor the highest microbial biomass and diversity. Finally
the 13 countries represented in this study account for the biggest wine-producers worldwide

Existing studies in literature describe analogous way of collecting samples to represent microbial population within a field. In this
studies two different dataset were produced. In one dataset (BM) three samples were taken randomly within each field and
subsequently pooled together before the analyses. In the other dataset (MW) 5 samples were taken in the field following a diagonal-
scheme pattern. Samples for both dataset are taken from top-soil (0-5 cm) and collected within two weeks from the grape-harvest to
have consistent climatic conditions between countries

Samples were taken and processed by AG and AA during three years from 2015 to 2018. The whole data-analyses started in 2018

The samples collection was planned and performed accordingly to harvest-time in the 13 different countries across the different
years of sampling. The countries were chosen due to their importance in the wine-production

spurious samples that was lacking either the bacterial or the fungal representation were excluded from the analyses. This was done
in order to allow future interaction-studies using the same dataset. Also, samples that contained less than 10000 reads for each
genetic marker were excluded from the analyses.

All the attempts to repeat the experiment were successful. DNA extraction methods, library preparation protocols and subsequent
sequencing are successfully applied on all the samples included and excluded from this research

The samples were collected by different people, processed during three years from different people in different laboratories and
finally sequenced on different sequencing runs and different sequencer.

N/A

The samples were collected from the different fields worldwide following the grapevine-vegetative cycle and consistently sampled
within 2 weeks from grape-harvest

Samples were taken from vineyards in California, Spain, Italy, France, Germany, Denmark, Portugal, Australia, Oregon, Texas,
Argentina, Chile, Croatia and Hungary

Samples were collected upon agreement with the owner of the land and exported in compliance of actual laws

no disturbance were caused by this study




