a b

Present Present
s Y~ N\
Heraclides rumiko population Heraclides ;
cresphontes Pterourus glaucus Pterourus canadensis
population population population
.80 Milli ration
0.80 Million generations = - 0.17 Million generations A )
.
Y
Ancestral populatipn
pop Ancestral popu%tion

Past Ancentral effective population size: 216 thousands Past Ancestral effective population size: 420 thousands

Figure S1. Isolation with Migration model for the speciation events in (a) Pterourus
and (b) Heraclides genera.
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Figure S2. Divergence in transcripts within and between species

(a) Histogram of divergence in transcript sequences within (red bars) and between (blue
bars) Pterourus glaucus and P. canadensis. (b) The average interspecific divergence over
all transcripts is significantly higher than the average intraspecific divergence for the two
Pterourus species. (c) Histogram of divergence in transcript sequences within (red bars)
and between (blue bars) Heraclides rumiko and H. cresphontes. (d) The average
interspecific divergence over all transcripts is significantly higher than the average
intraspecific divergence for the two Heraclides species.



